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#2 000 — 402288 



[1eSIJ##] 100077425 

C^M^$B##] 015244 

21,000R 

im^^] mmm i 

0007328 
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#2 000 — 4 02288 



mm^] mmm 

&^r<D (a) ^Acli (b) (D^yA^^. 

(a) ie^J#-^l. 3, 5, 7. 9, 1 1> 1 3, 1 5, 1 7, 1 9, 2 1, 2 
3, 2 5, 2 7, 2 9, 3 1, 3 3, 3 5, 3 7, 3 9, 4 1, 4 3, 4 5, 4 
7, 4 9, 5 1, 5 3, 5 5, 5 7, 5 9, 6 1, 6 3, 6 5, 6 7, 6 9, 7 
1, 7 3, 7 5, 7 7, 7 9, 8 1, 8 3, 8 5, 8 7 * ^Id: 8 9 T'^$ tlS r 

(b) @B^J#^l> 3> 5, 7, 9, 11, 13, 15, 17, 19, 21, 2 
3, 2 5, 2 7, 2 9, 3 1, 3 3, 3 5, 3 7, 3 9, 4 1, 4 3, 4 5, 4 
7, 4 9, 5 1, 5 3, 5 5, 5 7, 5 9, 6 1, 6 3, 6 5, 6 7, 6 9, 7 
1, 7 3, 7 5, 7 7, 7 9, 8 1, 8 3, 8 5, 8 7 ^ feli 8 9 ^CfeV^T 1 ^ 

2 ] m^mi mm<D ^ > /i ^ m i: 5 o % js^jk^) r ^ mmmo^m 

[m*^3] l^kTO) (a) tr=.it (b) K-tS^»iH 

(a) SB^J#^U 3, 5, 7, 9, 1 1, 1 3, 1 5, 1 7, 1 9, 2 1, 2 
3, 2 5, 2 7, 2 9, 3 1, 3 3, 3 5, 3 7, 3 9, 4 1, 4 3, 4 5, 4 
7, 4 9, 5 1, 5 3, 5 5, 5 7, 5 9, 6 1, 6 3, 6 5, 6 7, 6 9, 7 
1, 7 3, 7 5, 7 7, 7 9, 8 1, 8 3, 8 5, 8 7 * ^li 8 9 T'^S tl^ T 

(b) BH^rj#^l, 3, 5, 7, 9, 1 1, 1 3, 1 5, 1 7, 1 9, 2 1, 2 
3, 2 5, 2 7, 2 9, 3 1, 3 3, 3 5, 3 7, 3 9, 4 1, 4 3, 4 5, 4 
7, 4 9, 5 1, 5 3, 5 5, 5 7, 5 9, 6 1, 6 3, 6 5, 6 7, 6 9, 7 
1, 7 3, 7 5, 7 7, 7 9, 8 1, 8 3, 8 5, 8 7 * fctt 8 9 ^CSV^T 1 ^ 
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#2000—402288 

[M*^4] JU^TCD (a) ^fcli (b) ®DN AS:^-g-r€>afe^o 

( a ) i3^J#-^ 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 
24, 2 6, 2 8, 3 0, 3 2, 3 4, 3 6, 3 8, 4 0, 4 2, 4 4, 4 6, 
4 8, 5 0, 5 2, 5 4, 5 6, 5 8, 6 0, 6 2, 64, 6 6, 6 8, 7 0, 
7 2, 7 4, 7 6, 7 8, 8 0, 8 2, 8 4, 8 6, 8 8 ^ ^li 9 0 T'^S 4xS 

(b) (a) CDDNAiiX h U >i^x> h;^^#TT'A-f ^>rXb, *^oN 
[|»^^5] W^^SS *;tti4fB«®a^^=-h 5 0 %i^±®i^«SH?'JcD^B 

[^#« 9 ] 8 fB«(7)?^M«^^^fs;6^ ^ ±Sa D N A {C j: n - F $ tl 

(a) MI^#tCi3l:^S'!f>' Acfi(Z)NF-/cB^>/1^KS:=l- Ft" S^M^lK^^M 
<D ;t M 5: M ^ -r 5 r i: J: t)f / * li 

(b) s^gi#ici3i-JSS*^6®^::/>'t^g|g^»S:iRI^ir sziii. 
s ^b-a-^© ^ u - :^ > 

(a) NF- « BSr^Sft^ffc^-S^^M&^t-S^^A-^SSrn- F-Tsm^^fe-J: 
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4^2000-402288 

(d) i^m'^i&t/y^)\y^m&'t^ji^o 

(a) NF- KB^mmt-r^wm^m^^^y^^^^^^-^'^^^^^^^^ 
&^«-tsxg, 

(e) mm^^^^itmmt(Di/^i-)vi)^^m-^nr=.mmit^m^mm - m&t^ 
x@ 

(a) N F - K B ^'^mt-t^^m^m-t^ 9 F-rS5t^^-fe«k 
0^ ffi ^^>'^ ^ -5 ^ ^-^ ^^^^ ^ ^ ^^^^^ 

(b) mM^'i-^m^mm.nxn^-^^\^-^^^^ 
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_ #2000—4 02288 

m^mi 8] NF- KB<ommt%:mm•t^vr^■*f>(J^o 

2 5 ] iB3?lI## 2, 4, 6, 8, 10, 12, 14, 16, 18 

, 2 0, 2 2, 2 4, 2 6, 2 8, 3 0, 3 2, 3 4, 3 6, 3 8, 4 0, 4 2 

, 4 4, 4 6, 4 8, 5 0, 5 2, 5 4, 5 6, 5 8, 6 0, 6 2, 6 4, 6 6 

, 6 8, 7 0, 7 2, 7 4, 7 6, 7 8, 8 0, 8 2, 8 4, 8 6, 8 8J3J:tJf 

trf^-^iry hfe«kr)J/*?£:ttiB^y#-^i> 3, 5, 7, 9, 11, 13, 15 

, 1 7, 1 9, 2 1, 2 3, 2 5, 2 7, 2 9, 3 1, 3 3, 3 5, 3 7, 3 9 

, 4 1, 4 3, 4 5, 4 7, 4 9, 5 1, 5 3, 5 5, 5 7, 5 9, 6 1, 6 3 

, 6 5, 6 7, 6 9, 7 1, 7 3, 7 5, 7 7, 7 9, 8 1, 8 3, 8 5, 8 7 
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_ #2000—402288 
[0 0 0 1] 

mzm-t^o ttc. ^mmit. nf- KB<Dmm^£mmttr=.itmmt>m¥^^ 

[0 0 0 2] 

K^H^N F— /cB (Nuclear factor kappa B)lj;, 

^fji*). mmmcov^mx'it. mm^y^^^wx^^i kb (inhibitor 

y protein of N F - k B) tm^i^^B^-t ^ ^ hllZ ^ ^(Dm 
[0 0 0 3] 

mmz>(y^-u>(^y (ID - 1, mm^^m^ (tnf) -a^&if®-!?- 

^ hi^J^y<DmWLti^^^'^n^il. I/cBttlKKd/cB kinase) tC 
J:oTU>iE^fc$ti> ::i.\^^^yi\:^mr 2 6 S ^Dt^T V- Alc J: tJ:9-«?$ ti 
So 3tlJC<J;»J5iil34xfeNF- K Bli^KF^tC^^f N F - k B ^-^IB^rj i: 
«tlTV>SDN AiB^JtCjg-^L, ^<Dm^y<Dm^^(^m^^MM-t^o NF- 

/c B^CcfcoT|g^i®®!s$:^^■^Tv^sil$tlTv^-g>it'e^^i^3^y^yl; vil^^ 

CDfa, IL-l, TNF-afjtE(Difim^'^^ h:^^y. >r>^-73iD>, Hfl 
JiSg^lPH^^*^^e)tlTfeU, N F - K Btt:i4xe><Z)lt'fe^<^^^^^S::^l^"t 
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#2 000 — 402288 



[0 0 04] 

g^(5DJ&M^^6<;T'$>-5 CM;tti, Clinical Chemistry 4 
5, 7-17 (1999), J. Clin. Pharmacol. 38, 981 
-993 (1998), Gut 43, 856-860 (1998), The 
New England Journal of Medicine 366, 
^ 1066-1071 (1997), TIPS 46-50 (1997), The 
FASEB Journal 9, 899-909 (1995), Natur 
e 395, 225-226 (1998), Science 278, 818- 
819 (1997), Cell 91, 299-302 (1997)). 
[0 0 0 5] 

[0 0 0 6] 

ij -->>^^^$:5|5:^f SZli:^^M*tl'5o b^^b, N F - /c B ©^Sl^-ftc^^ 
:^7z:XAtt±Sai KK, n.^^^yjmm. 2 6 SzfUy^rV-2^(Dm. TNF 

receptor associated factor 2(TRAF2) 
■^N F- kB inducing kinase (NIK) i^i£(D^'Dti'<Di/ ^ 
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[0 0 0 7] 

[0 0 0 83 

m7.^^)'-=^y^m^vv. m^^v--yyi^m^\.<it7.^v--=-y^^ 

[0 0 0 9] 

ACDf^/tiB^llTb^E ST (Expressed Sequence Tag, M;tlihttp//www.ncbi.nlm 
, nih.gov/dbEST) ilLT, '^^'^^ ^ 

TliU n i G e n e (http//www.ncbi .nlm.nih.gov/UniGene) lC<fc U^ficStl, 

N A © 3 - Kfi^® ^mmt^^^y^^^ n<Dmmmm. ^n^-^-®«? 
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#2 000-402288 



[0 0 10] 

yj-i^^^ umm^ $ r <D ^ > /I ^ s;5)^jfflMtc&i^ -r ^^tsia ^m^t.Lx 

D N A ^ n - 1^ € & e> z: i: *^ T' ^ -6 o 

[0011] 

SS^^^^rX^-r-Si^MI^^^So :^if^^, t^5f5J: »mM$4xTVN-S c DN A^-f 
^^U-f^$g:&?£lCtt^o;5)^a)7^?S*^fe-S;&'^ (Mx.«Gu bbler-Hof f 
ma n<D:^m :Gene 25 (1983) :t^'V'7- A- ^(D:^^ : M o 1 . 
Cell. Biol. 2 (1982)), Zin^^^SlCiioT^SSStlfe c D 
NAli, -?-^3D«i:^i:**^5 ' ^m^mm^^}^^m.Vt=.^(DX&^) . (mR 
NA®^iiL«iS^J&-^tiO 1?&S3i:«^T'fe'5*^e>T'fe-5o -^(Dmmit. mR 
NA7b^f>c DNA^f^SCDlC^ffi^-SiSe^g^^^^^^^ ^^;R<D c D N A 

^Tb^i^M* 1/ =b iif < ^ V ^ *^ e> -t? S> S . 
[0 0 12] 

#§]^^ D - :^ > ^ < ^ C) tcisb izsmx^^ f^o 
[0 0 13] 
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vy fc^>^^$:MV^T^^:Sc DNA^>f y^U-Srf^iSb. 2 9 3 E 

$:^-r-2>^>Ai'^^=i- Fi"-5>ir^DNA (cDNA) ^^mt^^tiZ^^ 
LfcLo Z.<DmMDNAit. 2 9 3 E BNAMP^-e^^^-BrS^ilJC^ »JN F- 

o 

[0 0 14] 

(1) &.r(D (a) tfeli (b) (D^^A^^o 

( a ) @B3?!J## 1> 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 2 
3, 2 5, 2 7, 2 9, 3 1, 3 3, 3 5, 3 7, 3 9, 4 1, 4 3, 4 5, 4 
7, 4 9, 5 1, 5 3, 5 5, 5 7, 5 9, 6 1, 6 3, 6 5, 6 7, 6 9, 7 
1, 7 3, 7 5, 7 7, 7 9, 8 1, 8 3, 8 5, 8 7 S ^ 8 9 T'^S tlS 7 
^ y ^iS^rjTt)^ e> ^ -5 ^ > >'^° 

[0 0 15] 

(b) iB^J#^l, 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 2 
3, 2 5, 2 7, 2 9, 3 1, 3 3, 3 5, 3 7, 3 9, 4 1, 4 3, 4 5, 4 
7, 4 9, 5 1, 5 3, 5 5, 5 7, 5 9, 6 1, 6 3, 6 5, 6 7, 6 9, 7 
1, 7 3, 7 5, 7 7, 7 9, 8 1, 8 3, 8 5, 8 7 ^ fctt 8 9 {C^ V>T 1 ^ 

[0 0 16] 

(2) ±u (1) mM(D'!iyj'<^ut.5 o%&,±(D7 ^mmncomm^^^ 

(3) J^T(5!) (a) tftilt (b) F-rs^aiB^J*^^'S:S 
[0 0 17] 

(a)iB^J##l, 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 2 
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3, 2 5. 2 7, 2 9, 3 1, 3 3, 3 5, 3 7, 3 9, 4 1, 4 3, 4 5, 4 

7, 4 9, 5 1, 5 3, 5 5, 5 7, 5 9, 6 1, 6 3, 6 5, 6 7, 6 9, 7 

1, 73, 75, 77, 79, 81, 83, 85, 8 7 ^ fcli 8 9 T'^^ r 
^ y ^SB^J e> ^ ^ > A' ^ 
[0 0 18] 

( b ) @B^J## 1, 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 2 

3, 2 5, 2 7, 2 9, 3 1, 3 3, 3 5, 3 7, 3 9, 4 1, 4 3, 4 5, 4 

7, 4 9, 5 1, 5 3, 5 5, 5 7, 5 9, 6 1, 6 3, 6 5, 6 7, 6 9, 7 

1, 7 3, 7 5, 7 7, 7 9, 8 1, 8 3, 8 5, 8 7 ^ fe« 8 9 ^C33V^T 1 ^ 

[0 0 19] 

(4) &sr(D (a) t.tcit (b) ®DNA*^e>;&SM^^fe«kyf^DN AST'S. 

( a ) iB^lI#-^ 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 

2 4, 2 6, 2 8, 3 0, 3 2, 3 4, 3 6, 3 8, 4 0, 4 2, 4 4, 4 6, 

4 8, 5 0, 5 2, 5 4, 5 6, 5 8, 6 0, 6 2, 6 4, 6 6, 6 8, 7 0, 

7 2, 7 4, 7 6, 7 8, 8 0, 8 2, 8 4, 8 6, 8 8 * feli 9 0 T'^^ 

^ (b) (a) ®DNAi:>(. N U >t;>'x> h*^#TT'A-r:/U ^VXb, A^oN 
F - ic B fe^Sffi^fc-rS^MSr^i-S^^/^^^Sr^i- Kf SDN Ac 
[0 0 2 0] 

(5) ±fH (3) fe-5v^^_tfe (4) izmm<^mm^tb o%i;k±(D^mmn 

(6) ±ia (3) ~ (5) (Z)(rN-rtl*nolCia«®3t^^lCi:»Jn- K^tlS 
[0 0 2 1] 

(7) ±m (3) ~ (5) ®v^■rtl*no^cla«®a^^s:■^«•^sMm^'^ 
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0 0 0 — 4 0 2 2 8 8 



(8) ±fB (7) izmm<Dm^^^^ 9 -^-^timnmm^. 

(9) ±SB (8) {C|B«co?^Me^f!is*^^>±IBDNAlCJ;y K$tlTV^§ 
[0 0 2 2] 

iW^ -5 r J: tJf/ * 

(b) Miii#icj3Jt-5±ia (6) <D9yj-^^^mmm^mm-t^:iiLo 

[0 0 2 3] 

(a) NF - K B ^^mt^^^m^M'^h^yn^'K^^'- K-rsa^^-fej: 
(d) i^iii-sim^jtiy^-^jv^mMt ^j:m.o 

[0 0 2 4] 

(a) NF- K B^f^mt-t^i^m^^-t^^y^^^M^^- K-rsit-g^feJ: 



1 1 
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(d) ^mRrlg^s/^:^;^$:^iI^■r■5x^, jktf 

[0 0 2 5] 

(13) ±fB (1 2) (Digit^^T'#^tl-2>NF- /c BCD?S'ffi'fb$:Pfl«^^li# 

(14) NF - /c B®?Sf±Yt;=S:ia#*fettf^mt--5'fb-^i^&^^^ U-->^f 
(a) NF- « B SrtSM-r-Sf^S^r^-t-S^^A^KSrn- K^- Sit-fe^^^S 0: 

(b) mMB^^m^mmp^x-nm^miz't^m^ 

[0 0 2 6] 

(15) ±fH (1) ttciit (2) iz^m<D^y^'^^nizM-t^=eJ 
^ -5 V X ;j< U n - ;i/^f*Co 

(1 6) ±fH (1) ^fclt (2) tcfH^cD^ >A°^^$:i5iMi: l'TMv^^, ± 

IB (1 5) izum<D^ J ^ u—rji:&^\i^it^') ^ u—^jvfn,i^(Dm^M:^'^o 

(17) ±fa (3) - (5) (Z)^^^lC*fr'5r>^i2>:^:tU dr^j^ 
Ko 

[0 0 2 7] 

(18) NF- K B®?S1i>ffcS:PIW-rsUj}?if>f Ao 

(19) ±|H (13) |B«<3D^fc'^%^<i:tJf/*fe«±fB (15) mm<D=e J ^ 
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#2 000 — 4 02288 
[0 0 2 8] 

(2 0) ±iB (13) {zmm(^it^m^mnm^tLx^m-t^mm. 
(2 1) ±SH (1 5) izmmcDtnii^^m^f^^tLx^m^^mmo 

(2 2) ±fB (17) lc|S«©T>5^-fe>X:rU :J5?^ KSr^^^^^-i: 

(2 3) *fi^^B*^i)i3e. ea^jgs^m, mmm. ^g55^BT'fes±ia (20) 

[0 0 2 9] 

(25) SH^J## 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 2 

2, 24, 2 6, 2 8, 3 0, 3 2, 3 4, 3 6, 3 8, 4 0, 4 2, 4 4, 4 

6, 4 8, 5 0, 5 2, 5 4, 5 6, 5 8, 6 0, 6 2, 6 4, 6 6, 6 8, 7 
0, 7 2, 7 4, 7 6, 7 8, 8 0, 8 2, 8 4, 8 6, 8 8 J3<k tJ^ 9 0 T'*^ 

hJ3i:tJf/*fel«^J##l. 3, 5, 7, 9 , 1 1 , 1 3 , 1 5 , 1 7 , 1 
9, 21, 23, 25, 27, 29, 31, 33, 35, 37, 39, 41, 4 

3, 4 5, 4 7, 4 9, 5 1, 5 3, 5 5, 5 7, 5 9, 6 1, 6 3, 6 5, 6 

7, 6 9, 7 1, 7 3, 7 5, 7 7, 7 9, 8 1, 8 3, 8 5, 8 7^3^:1)^89 

(26) jiis(25) izmmo)mi^±<D7'-'^ i^^<o^&^^i<^^'-^^^^ 



2001-3116643 



_ i|f2000-402288 
[0 0 3 0] 

n^m^^^jii)"^^^ ^^mic-D^^rmm-r^o nf- KB^mmt^^^fs^^'t 
^•r\:^hiEnmmm3mm i^^nmm^^n^^jmA) <j:»;^SEbfcmRNA 

i:»J, :tU =f=^-V«y l^>^^tCckoT^^:Sc DN A^f^i^L, ^cDNA^rK 
— pME 1 8S — FL3 (GenBank Accession AB009864) iZM.^jit/i>^%'^ 
:RcDNA^>ry9U-«:f^igbfeo mcDNA^>(Zf^V-i:izmmiZ 
#Ab, 1 ^U-y-r'D:f^y^^\^^m^l^t:^o 2 9 3-EBNAillS( 

B-Lu c ly^-'H'-Zf^T.^ K (STRATAGENE^t) i:±ia<^^^;Rc 
DNA:f^y^^\^il^)^mAVrc. ^LT, 2 4 ^fSfe^ V^tt4 8 

zfyT.^ KS:^&L/> ^^^^^ Fic^ n -->^*S^xT vns c DNAO^i^S 
SH3?(I«:SSeSbfe. Z:<3!)<ke»lCUT^e>tlfccDNAlCi:Ui3- K$tlS^>A^ 

[0 0 3 1] 

iB^J##l> 3, 5, 7, 9, 1 1, 1 3, 1 5, 1 7, 1 9, 2 

1, 2 3, 2 5, 2 7, 2 9, 3 1, 3 3, 3 5, 3 7, 3 9, 4 1, 4 3, 4 

5, 4 7, 4 9, 5 1, 5 3, 5 5, 5 7, 5 9, 6 1, 6 3, 6 5, 6 7, 6 

9, 7 1, 7 3, 7 5, 7 7, 7 9, 8 1, 8 3, 8 5, 8 7^fett89T'^$ 

tisr^ y^iB3?a*^^'&s^ ^Ai'iS^fett. iB^j#-^i. 3, 5, 7, 9, 1 

1, 1 3, 1 5, 1 7, 1 9, 2 1, 2 3, 2 5, 2 7, 2 9, 3 1, 3 3, 3 
5, 3 7, 3 9, 4 1, 4 3, 4 5, 4 7, 4 9, 5 1, 5 3, 5 5, 5 7, 5 
9, 6 1, 6 3, 6 5, 6 7, 6 9, 7 1, 7 3, 7 5, 7 7, 7 9, 8 1, 8 
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3, 8 5, 8 7tfett8 9tC^3V>Tl^L<tt^fltM<0T^y^*^^^. 

[0 0 3 2] 

;^?5S^bTli, ^^:y>'i^R^n- K-r-5DNA{c*fLT, Mffi^S^^^M^^ 
w^fcC)M u t a n - S u p e r Express Km dr»y h) 

tt, «^tb<l±10^T% «k»Ji?^b<tt5tT', «%^?*U<tt3*T'*W* 
[0 0 3 3] 

[0 0 3 4] 

5, 7, 9, 1 1, 1 3, 1 5, 1 7, 1 9, 2 1, 2 3, 2 5, 2 7, 2 9, 

3 1, 33, 35, 37, 39, 41, 43, 45, 47, 49, 51, 53, 

5 5, 5 7, 5 9, 6 1, 6 3, 6 5, 6 7, 6 9, 7 1, 7 3, 7 5, 7 7, 

7 9, 8 1, 8 3, 8 5, 8 7 * fe« 8 9 tlS T ^ / ^BB^J*^ ^ ^ > 
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SB^J b ^ -S ^ > >'^° ^ S ^ I- NF- AC B ^g: ^Stt-ft -r S ^« S: ^ -r ^ ^ > >'^° ^ K 

[0 0 3 5] 
[0 0 3 6] 

fB(3DSB^J##K 3. 5, 7, 9, 11, 13, 15, 17, 19, 2 1, 23 

, 25, 27, 29, 31, 33, 35, 37, 39, 41, 43, 45, 47 

, 4 9, 5 1, 5 3, 5 5, 5 7, 5 9, 6 1, 6 3, 6 5, 6 7, 6 9, 7 1 

, 7 3, 7 5, 7 7, 7 9, 8 1, 8 3, 8 5, 8 7 * 8 9 T'^$ tl^ T ^ 

jmmmii^^^j^^^y^^'!^'^.^^- \^-t^^mmnt.vx^*)M.i^miz\,t, 

li@B^tJ«#2, 4, 6, 8, 1 0, 1 2, 1 4, 1 6, 1 8, 2 0, 2 2, 2 4 

, 2 6, 2 8, 3 0, 3 2, 3 4, 3 6, 3 8, 4 0, 4 2, 4 4, 4 6, 4 8 

, 5 0, 5 2, 5 4, 5 6, 5 8, 6 0, 6 2, 6 4, 6 6, 6 8, 7 0, 7 2 

, 7 4, 7 6, 7 8, 8 0, 8 2, 84, 8 6, 8 8 * 9 0 T'^^ tl^i^^ 

^fj^^^m^n^'Siy/'^^n<Dr^jmmn^m^^^ttj:<m^m^i^ 3, 
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5, 7. 9, 1 1, 1 3, 1 5, 1 7, 1 9, 2 1, 2 3, 2 5, 2 7, 2 9, 

3 1, 3 3, 3 5, 3 7, 3 9, 4 1, 4 3, 4 5, 4 7, 4 9, 5 1, 5 3, 

5 5, 5 7, 5 9, 6 1, 6 3, 6 5, 6 7, 6 9, 7 1, 7 3, 7 5, 7 7, 

7 9, 8 1, 8 3, 8 5, 8 7 * fett 8 9 "e^S tlS T ^ ^ ^IB^J*^ ^ 

[0 0 3 7] 

:^^m(DDN Ait. @H^aS-^2^T'^$4x^i^«®2^!JA^^^^DN AilX h U 

mm^icit-["^mmx'^^z.t.x$>*j. m^it^ t. Maniatis e>®^s^ 

j^f^^ (Molecular Cloning A Laboratory M 
anual.Cold Spring Harbor Laboratory 
198 2, 1989) K^^it^MlZMMX^^o 
[0 0 3 8] 

^-fif-s/3>^|g[cf"e3 TX^cD^y^zL^-i/sy^—mif^^^ ^(d^z x s 

SC, 0. 1%SDS*, ^m-ei 0^®gfe^!^S:3IiI^?V^, r^V>T*l X S sc, 
0. l%SDScf». ZTCXl Oj^aymW^Zm^TO^WX^^o i:»;^f*bV^ 

^f4^ti, 4 o%Ti-s)hur^ \^^^tij\4^') >^M*T'4 2°C(Z)>r 

>^a./<-i/3>S:— BJfe^f ^C0^2XSSC, 0. l%SDScf3, ^MT* 1 
0^CD^f^^3tl^fTV^, ^^(CV^T'0. 2 X S S C, 0. 1 % S D S tfi, 421C-ei 
0 6^(DmW^2.mno^^Xth^. :^%^f*L/V^^#tt, 5 0%7j>;i/Ar^ FS: 
'^t^/^-f ^-r-fe*-^>3 T'4 2X:(D'f >=¥a.^-5/3>$: — B^fe^fv^, 

-ecO#2XSSC, 0. l%SDStfi, ^aST' 1 Oda'©^Sfc#$:3IlI4fV^, r^vN-e 
0. 2XSSC, 0. iroSDScfi, 5 O-C-e 1 0^(7)Sfe#S: 2|lItTe)^#"T?* 
^, #e>tlfeDNAli, NF- /c BS:?S14>ffc-rSf^M$:^-rS^f>/1^ 
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[0 0 3 9] 

±m (3) fesvMi (4) om^^umm^ti^^ o%p^±(Dmmm 

9 oro^^^i^SgS^rj^ffll^tt^W^ LV^o 

e> IC U T # <5 r ^1 T' g S o 
[0 0 4 0] 

(A) zi^^^moy^yA^n^n- K-rs DN A $:^n-^>y-rSo 

^ A ^ D V h 7 >f - tC J: »J 5KSgi- So 
[0 0 4 1 ] 

n i a t i s ^(Dmm^^m\z.^^\tm$j^zm:mx^^. m.m-t^mm. UMm 

(A) ~ (D) (;!)XgtC0VNTMlC#b<^^-r-5 = 
[0 0 4 2] 

±IS (A) ic33t:fS*HIW<3D^>/^^WS:=i- K-t-SDNA©^a-->^® 
;tlii2^J#-^2) 5:^-r-5-^^£DN A^y^-f-T-i: bTbPCR-^lCioTifilii 
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#2000—4 02288 
CD -5 V % tt^Ml^ 3 - K f S D N A BfT/i =b L < ti-^^ D N A b t» 

, M^cfc i}±RNAtr=.ltmRN Am^^mmi^tz.^<D^m^^XW.1^R ever 
se Transcriptase Polymerase Chain Re 
action (RT-PCR^) tC J:oTii«i^SZ:i:=foT'^So jg^^^^^ 
-^CM^^^ii^^DNA^LTtt. M^^irPIR$4^TV^S (CLONTECHtt, 

STRATAGENEtt) ^ 4 V - ^m^-t ^ Z. ttl^V ^ A-T^'U^-^ 

. Ma n i a t i s ^(Dmmmi^miz^^itmMizmmv^ ^^u-yit^n 

±iS©J:e)lCbT#e>4x-5DN Ali, Sa3?!l#-t2. 4. 6. 8, 10, 12, 1 

4, 1 6, 1 8, 2 0, 2 2, 2 4, 2 6, 2 8, 3 0, 3 2, 3 4, 3 6, 3 

8, 4 0, 4 2, 4 4, 4 6, 4 8, 5 0, 5 2, 5 4, 5 6, 5 8, 6 0, 6 

2, 6 4, 6 6, 6 8, 7 0, 7 2, 7 4, 7 6, 7 8, 8 0, 8 2, 8 4, 8 

6, 8 8t.r=.it9 oizmm(D^mmm^m-t^m^^x&^t>\ fe^vMit&xE® 

(3) ~ (5) <3!)it'g^T'fe^l«<^:V^„ ±SB (B) V^T^^'<^' ^ -ICM^?^ 
iit^DNA^i, ±^^E<^^^>>'^•^K®^:S?:3- FfS^^Rc DN AT'=fe, DNA 

[0 0 4 3] 

4? - cfi© >^ n ^ - ^ - cDT^^iCjg^i- s r c i tJ i^^i- s r i: A^T' ^ s o 

[0 04 4] 

m&^4)\^^^M. mm^o4 
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#2 000 — 4 02288 
[0 0 4 5] 

KpBR322-^pBR32 7 ^if S:ffiV^SZ:i:A^"e^So -f^:^^ F'^^^- 
•r S tc « M ^ Mm ;t ^ D N A tc ^ X. S "7 - - 51 ^ ^ ^ T V N S 

i'^t-OTMi: UTtt, Kp B R 3 2 2, p B R 3 2 7<DffilC, pUCl 

8, pUC 1 9^*^#lf e)4x<5o 
[0 0 4 6] 

YE p 2 4 $:ffiV%§r hT&^T'S-So FY E p 2 4 liU R A 3 at^^-S:-^ 

^bT^3»J, rcDURA3Jte^^"7-7!7-ii^^i:bT^JM-t-s^i:A:«"r'^2. 
-hdpf--if, -fe;i/T;i/7^ti F- 3 ->^;^:7x- hT'n Fn>!fT}--if, r;i/ 
[0 0 4 7] 

Kffi "e:*^ w ® D N A & s «) © ^ ^ - ic M V % p> n -5 y n ^ - ^ 

bTli> >^;;^3fNyu-fe U- (PGK) , 
^U-fe;i/r;i/'rfc: F- 3 -/J^X^ai- hf^li Fn>!fTh--^ (GAPD) , r^5=- 

-©MilbTtt, :^^>^^ Fp PGAC Y 2, p B S F A H Y 8 3 ^*^#lf 5)^1 

■So 

Mil^lS ^ (0 D N A $ S «?) ® ^J' ^ - IC M V % 4x -5 ^ n 

^-^-©'eaiiibTtt, ;tfU^FU>^n^-^-, p 1 o:/n^-^-^if*^ 
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_ #2 0 0 0 — 4 0 2 2 8 8 
[0 0 4 8] 

^li, sRa^n^-^-, s V4 o:/n=E-^-. ltr^o^-^-. cm 
V i-^-^f h:^itfu^^)vy^'> yn^-^f-. H S V-TK:/n^-^t-^if*^fe 
(f^jti-So z:ne>«>e)*>. CMV:/n^-^-, S R a ^D^-^-^eif^Mv> 

>^ '^>f >KU;f-v, s V4 o^cDi^r^f ;^;^ffi*a)^i5l®.^,S:fflv^sz:i:A'^ 

feie^S'^^^-CDMilbTti, ■^/'^X^ Kp S V-d h f r (ATCC 37 1 
46), pBPV-1 (9-1) (ATCC 3 7 1 1 1 ) , P c D N A 3 . 1 
(INVI TROGENt±) , pME 1 8 S - F L 3 ^*^#tf tl^o 
[0 0 4 9] 

[0 0 5 0] 
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T nU (Escherichia coli) (DM^. M^ltE. c o 1 i K 
12«c2 9 4 (ATCC 3 1 4 4 6), E. coli X1 7 7 6 (ATCC 
31537), E. coli C600, E. coli JM109, E. c 
oil B|5fc, iJ-y^U (B a c i 1 1 u s subti 

lis) (Dm^B a c i 1 1 u sM(D®«j, &^\,^t^JV'^:^^ ^y-i J^V^ 
A(Salmonella t y p h i mu r i u m) ^fcli'fe^f'T V--^ 
-t?->>?.(Serratia marcesans) ^®:^®ffiJ!s^^<2)ffil^®> 
^V^^i^rL— F^:^X (Pseudomonas) M^^S-^r ^^-^ 
„ mniLLXlt. m^lt. •9-y:j!jn^-fe;^ -tl/lfS/x (Saccharomy 
ces c e r e V i s i a e) , i/!/-9-»y?!jnv-f -fe;^ jJO'^CSchiz 
osaccharomyces pombe), if ^7 Z"?:^ h U ;^ ( P i c h 
ia pastoris) JS:i^7!)^Mv^ ^ti^o XSi: bT«, m^it. TX^;i/ 
dff;i/>^. nK^>>^ (Aspergillus nidulans) , 7^1/^ 
— ^ U y>!f-t-A (A c r e m o n i u m c h r y s o g e n u m) (A 

TCC 1 1 5 5 0) ^*^#lf ^4xSo 
[0 0 5 1] 

M^itBS^ (Spodoptera frugiperdarSf MAS) > T r 
ichoplusia ni (D||Jffi5f5<Z)H i g h Five ^^mm. 
VN^tl<5. i&#;m<DMi:bTli, HEK 2 9 3M, C O S - 1 MBS, COS 
-imm. HelaM, 5^^>f--XAA;^^- (CHO) MM^^^^lf btl 
So rtie>®tt»T?tj, CHOmm. HEK2 9 3^DJliS^^f*W*bV^ 
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^^5&i&i©*BiBa*|5S:#'5 3i:*'^T'^So Dihydroforate r 

e d u c t a s e (DHFR) 5t^^S:^^V-;«7- il bTMv^fe^'^M e t h 
otrexate (MTX) aSS:^>5r lC±lfT^«L, Wtt^^Sr^^^l" S 3 

[0 0 5 2] 

KKSI'ffiA^ej^fHDNAlcn- FStlTVN^jKU^y^ F&^^S-BrS r i: S:-^ 
tf/KU^^^ F®iSit:J?^T'feS. 
[0 0 5 3] 

^r:L\tmm.mmmuw- (v-r^a^-vur-) ^c#«$^±sA^^M 

liaSm<Mv^e>tlSlft^^lBSSM(^)^%. #!I;t«D -MEM^R PM I 164 0 
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_ #2000—4 0 2288 
[0 0 5 4] 

[0 0 5 5] 

VN^ti-S^^^^-i: LTli, K-T-S DN A $:ffl^iit/z: i:*^ 

S- h^VX^x^--^ (GST) . t:;^.^i;>5^S® 6^i(Z)3li^ig^J ( 
6XHi s) ^*^Plf^4x-5o :4c^0J©^>'/N°^^$:f[fi(Z)Sae^S&-^bfege 

[0 0 5 6] 
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ICli, |5g^$nS%®T'tt^V>*^ F (ab* ) 2^^^^>^- Fab' 7^ 



[0 0 5 7] 

• i£(Dmm\fC:$i^mo)-$i > ^-^^ n^^^^lt^-^^ KSr^ttt-SZliltci: ^^^^ VA- 
-fb b r 7 >f -7^ -f - * ^ A^JC i: o T 5|tSgt- -S r i: T'MS?-r r i: *^T' # S . 

[0 0 5 8] 

^ ]^l^ic^«b> l^-^'i/y^.WJ: yK^&miKb, ^n-TJ-;i/m<^t$:. 
[0 0 5 9] 

-So hM-fbiai^^c^-S^filJmmii, Mxli, Morrison, S. L. et 
al. [Proc. Natl. Acad. Sci. USA, 81:6851-6 
855 (1984)], Jones, P. T. et al [Nature 32 



2 5 
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#2000-402288 

1:522-525 (198 6)). IIFPig m^(r>^^9^ 1 6 7:4 5 7- 
4 6 2 (1 9 9 3)3, i^^m-M iit^t^m 36:448-456 (199 

it. '7r7y^(D^ J ^ U-i-JVma^iJ'^^^^^^^^ (CDR) &.^<Dmi^^^ 

eSr^ffl-T'SE LI S A^R I A (^ i/'rt-f A 7 T -fe ^ ) > t.t^it^:^^^y 
[0 0 6 0] 

[0 0 6 1] 

^mmo^DNAit. mm[^iy^-f-vy'^':ru-\i7.izm^t^m(D^y-f^^n^ 
mm. mm. ^^^u-yit-r^zmz^mmx^^o m^it. i^m^o^yn'^n 

5:3- K-r -5 DNAgB^Jtt, 3- K$4xfc^ >>'^^«^ h (b a i t) j 

i:l/TMv^T, c DN A*;ttd;>^7 ADNA^>f ■:/'^U-*^e>, *fSH9<Z)3f 
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^nizm^-v^^^y^-^^m:^-'\^'t?>m<omm ^:fi^^ (prey) j 

mL. ^n-^-ffct-s^^^y-zN^f Ke/:^5^A (M;ilfN a t u r e, 3 
40:245-246 (1989)) iCfflVN^ ^ ilA^T'^^o m^<D:B^X% * 

^m<D^yj'^'i^ni3K m<Dmm^y-f-^^M (^^.i^nik, trap 2) iz^^ 

[0 0 6 2] 

Z.iliy^X^^^(DXu Mxli, ^DN A^itttmRN ACOii^, S^^^M^^VAii 
T 

(a) m^^lZiSlrf^^ J Z^t^I(Z)N F- /c B ^yji^M^^- \^'t^^&mn<D 

(b) ^^^iZ^i-f^m^ (6) (3D^>/t^^^«S:«!l^b. iESffiiljtij^S 

[0 0 6 3] 

(a) ICcfcy. NF- K B^>/t^M5:=3- Ki-<5i^»SB?!llC^M*^feS^-^ 

fe^. fe^vMi, (b) {cj:tj, :^^#tc^t-t^trffa (6) (D^yj-^^nm*^ 
m& LiE-^m^m^ji^m^^irm'^it. nf-kb ^mmt-t^^mBo^mm^ 
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<omm(Dmn^m^-t^:^mt vx\t. n f - « B^:^&^0^mmm(D-^^zf 

J IB^JSrS^^b, ^MO^MSrS^mx*^^. PCR-SSCP^ (G 

enemies. 5:8 74 -8 7 9, 1 9 8 9^, IIStB^BWifit^^FX^ 

yj'^'^nmA^m^^is'^tLxit. mpLit^ ttfiB (15) izmmcDmi^^^M 
«iv^, ^(D^m'^(DmmMm^^:^mic^^xmmii^&v^m(Dmm^^mx 

fe<g)V^^iPCR-SSCP^£ (Genomics, 5 : 874-879, 

1 9 8 9^, m^m^mmmm^ihj:^^^y\^^v^) ic^^x^mmo^mm^ 

[0 0 6 4] 

z(Dy^^v-=-yif:^m\>t (a) N F- k B &?S'ffi>fb-^S#M$:^t-'5^>/^ 

xm^^^^nr=.m^mm^mm-t^j:n. (c) m?^M^^^ti^?g^m^ 

:ir;i/e/U-X4, #±?±(1 9 9 4))„ ^ -it'CSiF^l bTli, 

3^S^®?S'l4tfeli^M* (mRN A(D^M*t)-^*tl'5) $:^ll#*^M^'5rig 
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NF- KB<Dm^^t^wm-t?><Dizm^^^i^^-"!f-^^^^ y^tvnt. nf 

lipNF-/cB-Lu c (STRATAGENE^fc) ^m^V^^. feSV^^i, 
Tanaka S. et. al J. Vet. Med. Sci. Vol. 59 ( 
7).Rothe M. et. al. Science Vol. 269 pl4 

24-1427 (1995) tCfa«<7)N F - /c B^R# I/tK- ^ ^ K^^M 

n^o mnmnAx:^^^i^mvxit. ±mi^mm<Dm*)x&^o nf-kB(Z)?s 

ttiiitg^-rsriiicj:*;, nf- KB(Dm^it^mm^r:^iti^m-t^it^^^:^ 
(M^«A>r;r-7-zLr;i/>>u-X4. #±?± (1994) ) r^^f^^rii^^T' 

^:^;i/i:bTli, ±|Hi/>J<-^-3afe^f^^ic, n f- /c B(Z)M'l4if:tcj:oTI§ 

3S7b^fl#$n-5:lil*^^e>4^TV^Sm^^> L - 1 ^TN F - a COmR 

N A*fe S VN ^ ijr i &?fl!I^ U T V^o 
[0 0 6 5] 

t-'&t>t>, JiAT® (a) - (d) ©X^ICJ:*; N F- /c B<0?SM$:IS«*^ 
(a) NF - /c BStS-ffi^b-rs^MSr^-rS^V/^^^^^i- K^-Sil^^-iC J: 
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SHIS'* 

[0 0 6 6] 

m=»^#*h) &^M-rsr h*;T'^So ±fa:x.irij - - >^ric 

MB®:6'^^c|s^3tl<5fecDT'^i?fcv^o $e>ic, ±fB (12) jcia«®:&^{cj; u 

[0 0 6 7] 

•t-6 7^«)®^^y hT'fe-So M^^yhti, (a) N F - k B ^rv^'K-fbt" -Sf^ffl 5:^ 

^^)i^mMm-^i^tz.m^mM. (b) M^^^&^iiffliap^T'^Briiicfs^fts 

[0 0 6 8] 

NF-/cBii, ^m. ^^'^m^B. isyjkxf^^)}y^mm^jtif(D0'm<^mm 

^6<;T'^-5o #IS:c;5llli^*^, N F - k BfStt^PIST&^^VN^feilJ^e^f^MSr^Uti 
-5Z.i:&a^LTV^S (M^li, Ann. Rheum. Dis. 57, 738-741 (1998), America 
n Journal of Pathology 152, 793-803 (1998), ARTHRITIS & RHEUMATISM 40, 2 
26-236 (1997), Am. J. Respir. Crit. Care Med. 158, 1585-1592 (1998), J. 
Exp. Med. 188 1739-1750 (1998), Gut 42, 477-484 (1998), The Journal of 
Immunology 181, 4572-4582 (1998), Nature Medicine 3,894-899 (1997)) „ 



3 0 



0 0 1-31 



#2 000-402288 
^miZi5\f^X. :^^mit. NF- K B®?SMS:ISS"rSfe«b®lalBa)NF- K 

i-s-fb-^^^. ea^fc3K5^B, mm& iimin^xHiYm,mm 

^;^^tCJ:oT#e>tlfe, NF- K B<Z)?SM&iaS-rS'fb-^#l*> T>i<h-e/ 
[0 0 6 9] 

rjKh-i/;^®«I«I*^?&S^JCo:&*^S3^Si:bTttGVHD, Toxi 
c epidermal necrolysis (TEN) if (Z);Sit^S> *t 

^ittWi^^ (igAWlJI, , MiEfFi«l^if*^#^f ^ 

&f^l&i--S-fb-^i^tt^tl^®3^B<^)?&3g?tfe«^i»®^«>®S^^l^'^^^'^'* 
[0 0 7 0] 

[0 0 7 1] 
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m«> nh'pm^mm mxit. ^^h. ^v-^. ^^^y 

[0 0 7 2] 

uigs, ri^;i/=^i^-tt^i^^. ^J^il'f^>c^J^s> ife^Eisj^j^m, <=bmtffijfe. 

[0 0 7 3] 

$^{c*^c, i^l;^, SB^^^S, ^-(JV^'^^B. i$ytj^E(D^ 

SB (3) ~ (5) \zum.<r>^itBi^\zn-t^ry^^y7s:^')^y'^^^^^'^^ 

$ tl Ac m R N A 7 ^ >f ^ >f X L # -S r > 5=- -fe > ;^ :^ U :J 51 ^7 1/ ;t 5^ K & 
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Vol. 13 No. 4 (1994))o ^jc^W®^ V^'t^g^rn- Kt-S 
[0 0 7 4] 

, -|#fi(ir3tlfc=b®T'^oT*^Vx *J±&*jCiF : MiiaX^ Vol. 1 

• 3 No. 4 P 2 5 9 - 2 6 6 (1 9 9 4) , Vo 

1. 40 No. 10 P1364-1 3 70 (1995)]o if^oT, :t U if 

So 

[0 0 7 5] 

7bW*bV^„ ;ru iJ5i^ Kl±*fe> Aj?:^< ilt,^o*>®^tl|i$ti;^ilL»M 

T'feS, 2js:^^lCfeVNT^M^^o*^<0«i^^® 2' ^(Dmm(Dmit, OH, S 
SCH3, OCH3, OCN, ^fcliO (CHg) n<^"3 (^^"^'^ttl 

^f^miSLmt. 2^^^®^-e^<3!)mRNAi:y\>f :/U ^-f XLT^a)RNA®a 
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[0 0 7 6] 

@^B-^^^lcJ:Uf^S^t-'SZli:A^T'^'5o r 0 J: "9 Ap 

plied Biosystems $:-^t^^o*^®||#^C J: 'J tlT VN<g>o 

[0 0 7 7] 

>/^^K©]g^&JtI;t'5. r.4xe><3DRNA, DNA. :t U =f 51 ^ 1^:^-5^ Kli, ^ 
^©-^^S^ff ^ if ffi V^ T igjg-t S Zl i: *^T' ^ S o 
[0 0 7 8] 

X ^ a ^^Jfc if ©DNA h^>>^.73i^i/3 ym. * fett'i^^f if ©itfe^ 

-Srf^iSL, ■5-<3!)=^. ^^^'^^^-^MJiSi: i n vivo^feliex vi 
[0 0 7 9] 

:^^m<DDN Ait. T>^-fe>^RNA/DNA^^B^^« h U • 
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_ #2 000 — 4 02288 

:rU l/:t^Kli. --tf >/N-r ^- a ^-li P C R&$:M 

V^T ^ tl e> (3!)30l?Pl®^ffl ICffJM i- S Zl T' ^ ^ o 
[0 0 8 0] 

ACDJ^a@B^iJ$:*lC, Ttc^B^CD^ >A°^^K(DmRN A$:#M6UtC-«3J»T-t-5 U Ji^if 
-f A&tgff^-Sril^^T'^, ;(,Nj:e)J&U>Kif>f Ali^l§^(^)^>>'N°^M®mRN 
AlC*fLT^S6<I^iB^«5:^b, mniRNAi:fflffi6«r^-^b, oVNT'^mRNA 

[0 0 8 1] 

MSaX^Vol.ie No.3,p438-445 (1997), :^;i(&¥Jta : ^I^^^Vol . 12 No. 12 
p83-88(1994)3 . KU jKif >r ^WRN A 

2>!rm®^^giJfiL (p[iijsi5^i iiM^i^Mi I) iL^mmti^htj^^m'&^i'j^i^ 

, =^6!lRNAi:^^gP^T'ffl«^$:?^^b^-^> ^6tlR N A(7)N U X<Z)@H?|J (N 
: A^fcliG^feliC^feliU, X : A*fc«C*fcttU) <Z) 3 ' 5|5^ffi9T'l3]m 
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i-Sri:3b^^?>tlT^y, #tCGUC (feSVMiGUA) *«-#l^V^?Sffi$:^#^ 
3i:*^^e>tlTVN-5 [M^li8oi2umi,Me):Nucl. Acids Res. 17,7059-7071 (1989) 
, |Rffle> : $HISX^Vol.l6 No.3.p438-445 (1997), :^;i[&¥Jt^ : ^^g^Vol 
.12 No.12 p83-88(1994), ;i|flt&#lt^ : II^B^ Vol.18 No.3 p381-386 (200 

0)] o 

[0 0 8 2] 

L ffi b > -e ® tff=g^T'ISci^«*^ e> -MJcm»®*B«M o < S r i: A^T' ^ S J; e> C U 

[0 0 8 3] 

e>cDU /J<-tf>f Aii, M;t«v>r !7U>(yV:iL^iy B >^^:&H®3t^^#A:&?£tc 

J:oTMl^lC^AT'^'So feSVMigrj®:&^i:UT, U7jf-tf-rADNA?:ig^ 
[0 0 8 4] 
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#2 000 — 4 02288 
(cDNA) S:#flt5l#-r-2>fe«>JCti, :^%±^<D^(r>ii^ 

ttm'e^*>e>ffi5(5'5mRNA(Z)^^^3tf-©z:i:"efe-5c :t U if^^p-V > 
rnX'^rnVtcLcDNA^^^f^V-lt. %±^cDNA(Dm^f)'^5 0-8 0%T' 
feU, t^5f5<D^^T'f^^$4%fecDNA^>f:/^U-^ifc^T, 5-10^^0^ 
^ScDNA^n-><Z)a^lC7^oTVN-5 BIO INDUSTRY Vol 

.16 No.U P19-26) o ^^:gcDNAli, il^^-0#|gfi?«f tCfe VxT li, 

^^iSlCl^LT, ^^;Sc DN A(Z)^^a-r:>^«jg:x^<Z)Sf4^-e^-5o ^^K^ 

fi if & ^ "5 «?) ® « ^ ^ ^ -5 = 
[0 0 8 5] 

g^S»ffit^^X^A> F:/^i/^B5cfT^3jS (1 9 9 9^) (cfB«o:&'^{ct^ 
o ^j^a-e^gP^^li, (mRN A®^M»=fo-^ 

[0 0 8 6] 
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#2 000 — 4 02288 



B^xmj\y\^:fv^^Msmsmicmm<D^^iz. bap, tap, rnau:*; 

:^^m(D:&^it. -iy l^hD(in vitro) (D^, feSVNliMIS?:^ 
V^T (cell-based) CD^® if^. e>®:&^T' < , 0tL<l,tmm^ 

, 2 9 3 E BN AUBJBS, N I H 3 T 3 miS^^M^T'^-S. 
[0 0 8 7] 

iZBLfciNF- KB<DU:^-'$i-m^^(Dmz. M;^liCREB (cAMP respons 
ive element binding protein) M-hIB^'J^-S V^i A P - 1 (activator protein 

-1) m-^mm s: i/ - ^ - m^'f-o^mmmmmm^ izm-t^u^—n- 

m-^lt. CRE BlK#l/3K-^-y^:^^ \^tytV zl^^yify^mx^i^mLtc 

E B ^mmt^mm^m-t^m^'f'^mmi'r:^^^m^it. c re B^fe#u/K-3t 

Fil^rU iJ^^^y tf>^^£T'f^igLfe^^«cDNA^n->S:m 

^SrMliaiC^ALfe^. aHBSS: I L- 1 feSV^liTN F- a:&^T*M^b, UjJ< 
-^5^-?S^^<^±#©lfv^^^->S:^/S*3.i:^cJ;oT, NF - « B<©?|§'f4'fb$:«l 

[0 0 8 8] 



3 8 



mU^2 0 0 1-31 



#2000—4 02288 

2{c^W<Z)c DNAtt, ^ife;Sc DNA"T?fe^fei?). -e^S' 5fc^CDfiB>?!l 
m R N A CD|g^gi^&,#.T' U , ^ c D N A IB J(l S: ^ ^ A (Z)m»SH3^J iUtief S 

CD i^«@e^J li. 7= - ^ ^ - :^ tc 45t^cDiB^!i tLx ^nx\>^^ li -e ® bb^^j 

-^->^5;^^Ktt, e^^^*,A^^^(7)±^L2 k b, IS^tLKlt 
[0 0 8 9] 

*;/c:*;|6^li, iB3^J##2, 4, 6, 8, 10, 12, 14, 16, 18, 2 

0, 2 2, 2 4, 2 6, 2 8, 3 0, 3 2, 3 4, 3 6, 3 8, 4 0, 4 2, 4 

4, 4 6, 4 8, 5 0, 5 2, 54, 5 6, 5 8, 6 0, 6 2, 6 4, 6 6, 6 

8, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88*feli90 

[0 0 9 0] 
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[0 0 9 1] 

n > tr ^ - ^ U «rig^^*iii«# ^ ^- liT' - ^ 5: ^ ® tc M V N § i^f^lt 

-So *^#:±®T^-^ii, m<o^mmm(Dv'-'^ ^itmhxmm^<om-m 

[0 0 9 2] 

[^iSM] 

m 

il) }:lhmmm^mim iCryo NHLF) *>e>®RNA^^ 
H hJ8iP)^«I^MflS (C r y o NH L F : H)feM^t5^^^*fc«fc ^ ilA) S:, ^ 
^CD^D h3-;i/lCiJeoT^«L/feo 10c m^y^~U 5 O^fe^T'^f^^^bfe 

M^illSOGEN S:fliv^T^RN A S:Sl#b:feo 

;i/n-X ;!j9A$:MVnT, ^RN ATb^ejJJ^U A'''RN A$:^»Lfc, jKUA"'' 
RN A^#®^f!js6g:&^«. _h|BMa n i a t i s (Z)^i^»lCt^&o fee 
[0 0 9 3] 
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(2) 7tv^^^^y\^yvmiz^^%±^cDNA^-(zf^v -i¥m 

m(DM.^m:^m\i. im^\t. Maruyama, K. & Sug 

ano, S. Gene, 138:171-174 (1994). Suzuki. 
Y. et al. Gene. 200:149-156 (1997). I&tK • WSF 

[0 0 9 4] 
(3) y^>?>^ KDN A®SIM 

>&JCj:oT:^M®TO P 1 0^{C?^®^glb^^. 1 0 0 /ct g/m 1 T>t^^^ 

T. T>tfi/U :v^^L B§i35^^±-r^Wl/fe:^J^a(^)3a— -*^e>. qia 

G E Nl5t(3[)Q I A w e 1 1 96 Ultra Plasmid K i t §:MV^ 
Xy^X^ K$:iaflXLfe= Q I Awe 1 1 9 6 Ultra 

Plasmid K i t tC^#® h 3-;i/lCt«!o tS:. 
[0 0 9 5] 

(IIJ6M2) NF - K BS:?S'ffi^b-f--5f^M?:W-r'5DNA®^n-->^ 
(1) NF - K B S:?S^4'ft:-r'5#M$:W1■■6^>>'^°^M5:3- Ki-S c DNA 

2 9 3 - E BNAMSS (Invitroge nttJ: UffllA) SrlXlO^Ce 
1 1 s/we 1 1 i:^SJ:e)tC. 5%FB S#«T(©DMEM^«&S:ffiV^. 24 
Npr^S 7°CT'^SU^ ( 5%CO 2#^T) o iSkVAT'. FuGENE6 (Roc 
het±j;»;MA) SrMV^T. pNF/cB-Luc (S T R AT AG E N EttJ: U 
^A) 5 0ngil. ±S3IIJ6#!I1. ( 3 ) -em^Lfe^^:^ c DN A 2 ^ti 1 1 
'i7x;i/{c^^#ALfeo SA<©^?5Sli^#o::^n h3-;i/lctJ!ofeo 24^^3 7 
'CT'^*^^, tf>y;!jS;->LT 2. 0 iMW^y^^t) V>T N F - B 1/ 
jK-tJi-rS'ffiSrM^bfe. J&^3;Vi/7i^-if?S'i4{i. Perkin Elme 
rttCDWallac ARVO^j^ST 1420 MULTILABEL C 
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OUNTE RS:MV^"r^Tofeo 
[0 0 9 6] 

(2) i^mmm(D^^ 

±IB>^^' U - — 1 1 5, 0 0 0^□->^?V^, ;i/S/7x^-t*?Sf4;6^M 

^$tVTV^^ CDNACD5' -(III (t/-e'X>:^r^^>f : 5' -CTTCTG 
CTCTAAAAGCTGCG-3' (ig^J#-^ 3 ) 

t3' m (t/-^'X>>(.y^>rv- : 5' -GGACCTGCAGCTCGAG 
GAGA- 3' (ia^J##4) ) A^^-etl^tlo n e - p a s s Z/-^3Ly7.^ 

Thermo Sequenase II Dye Terminator C 
ycle Sequencing Kit (TVi/^-^ 7t;1/VS/T^±) . 
SV^ttBigDye Terminator Cycle Sequencin 
g FS Ready Reaction Kit (r KA'<:^2/X7^A 
$:fflV^, ABI PRISM 3 7 7 i/- ^' X^it-, fe^VNli, ABI 
PRISM 3 1 0 0 i/-^^X>•9•-&MV^, hlC^#StlT V^S^ 

[0 0 9 7] 

(3) m^ntc^ u-y(D'r-'$(^-:^M^ 

#e)4^feiS«S^?^J^C0V^T, Ge n b a n ktCjtJ-rSB LAST (Basic loca 
1 alignment search tool) [S. F. Altschul et al., J. Mol, Biol., 215: 40 
3-410 (1990) ) ^m-^mJ^-otcLo "^O^U^. 7 5^n->A^NF- /cB^r^S-ffi 

[0 0 9 8] 

(4) ^m/-^:r.y:^ 

4 5mM(DmM(D^U'-yiZ'D\,^x±n^^mn (.mn^^2^ 4, e, 8, 

10, 12, 1 4, 1 6, 1 8, 2 0, 2 2, 2 4, 2 6, 2 8, 3 0, 3 2, 
3 4, 3 6, 3 8, 4 0, 4 2, 4 4, 4 6, 4 8, 5 0, 5 2, 5 4, 5 6, 
5 8, 6 0, 6 2, 6 4, 6 6, 6 8, 7 0, 7 2, 74, 7 6, 7 8, 8 0, 
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8 2, 8 4, 8 6, 8 8fei:tJf90) $:8Sb^L, ^yji^M^n- l^^^m^ ( 

©r^ /^BB^ (f2^J#-t 1, 3, 5, 7, 9 
, 1 1, 1 3, 1 5, 1 7, 1 9, 2 1, 2 3, 2 5, 2 7, 2 9, 3 1, 3 3 
, 3 5, 3 7, 3 9, 4 1, 4 3, 4 5, 4 7, 4 9, 5 1, 5 3, 5 5, 5 7 
, 5 9, 6 1, 6 3, 6 5, 6 7, 6 9, 7 1, 7 3, 7 5, 7 7, 7 9, 8 1 
, 8 3, 8 5, 8 7feJ:tJf89) S:^«bfeo 
[0 0 9 9] 

immms) nf - « B(Dmmt^mm-r^it^m<o:f.^u--y'!f 

2 9 3 -EBNAmS&^mmmmmQ ewe l l >^l/-hlC, l X l O^Ce 
lls/lOO/il/wel lCDmt5ClC^SJ:^JC, 5 % F B S#:&T<^)DM 
EM^«1{C^$, 5%C02#^T, 3 7X:X^2 4Wmmmbr=.o Fu 
GENE 6$:fl^V^T, ±I2IIJSM 2 T'#fe, m^^m^ S 1 0N F - k B ^m^t 

'^^^m^Mir^^yA^^^n-' K-rsm^^Sr-^^t-s^^:^^ Ki 0 n g 
iL. Vi^-^—'^'yT^^ KpNFKB-Luc50ngS:lwe 1 1 lC^^#Ab 
r^. i^f^^. >/"n7=-rv-AisSMT'fe^z:i:*^^e>4xTVN^MG 1 3 2 (C 
ALB I OCHEM,fc*;0A) (Uehara T. et. al. J. Biol 
.Chem. 274 pl5875-15882 (1999), Wang X 
C. et al. Invest. Ophthalmol. Vis. Sci. 40 
P477-486) 1 0 ^MfC;^^ J;e)lC;^«|^tti(C*nx.^o 3 7 X: 

•e2 4^r^^«=^, tf :*y->LT 2. 0 &MV>r 3^ b:/^ 

o -eCD^^, MGl 3 2liU'7j<-^-m^^®^^S:«JtIbfc (01) o 
[0 10 0] 
[|g^(Z)^m] 



2001-3116643 



#2000—4 02288 



[0101] 

SEQUENCE LISTING 
<110> ASAHI KASEI KOGYO KABUSHIKI KAISHA 
<120> Novel Gene 
<130> X12-1408 
<160> 92 

<170> Patentin Ver. 2.0 

<210> 1 
<211> 167 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Ser Gly Leu He Thr He Val Val Leu Leu Gly He Ala Phe Val 
15 10 15 

Val Tyr Lys Leu Phe Leu Ser Asp Gly Gin Tyr Ser Pro Pro Pro Tyr 
20 25 30 

Ser Glu Tyr Pro Pro Phe Ser His Arg Tyr Gin Arg Phe Thr Asn Ser 
35 40 45 
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Ala Gly Pro Pro Pro Pro Gly Phe Lys Ser Glu Phe Thr Gly Pro Gin 
50 55 60 

Asn Thr Gly His Gly Ala Thr Ser Gly Phe Gly Ser Ala Phe Thr Gly 
65 70 75 80 

Gin Gin Gly Tyr Glu Asn Ser Gly Pro Gly Phe Trp Thr Gly Leu Gly 
85 90 95 

Thr Gly Gly He Leu Gly Tyr Leu Phe Gly Ser Asn Arg Ala Ala Thr 
100 105 110 

Pro Phe Ser Asp Ser Trp Tyr Tyr Pro Ser Tyr Pro Pro Ser Tyr Pro 

115 120 125 

Gly Thr Trp Asn Arg Ala Tyr Ser Pro Leu His Gly Gly Ser Gly Ser 
130 135 140 

Tyr Ser Val Cys Ser Asn Ser Asp Thr Lys Thr Arg Thr Ala Ser Gly 
145 150 155 160 

Tyr Gly Gly Thr Arg Arg Arg 
165 

<210> 2 
<2il> 1472 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (194).. (694) 

<400> 2 

aaaaactgtg gtgagctgtg aaggctatga gtcctctgaa gaccagtatg tactaagagg 60 

ttcttgtggc ttggagtata atttagatta tacagaactt ggcctgcaga aactgaagga 120 

gtctggaaag cagcacggct ttgcctcttt ctctgattat tattataagt ggtcctcggc 180 

ggattcctgt aac atg agt gga ttg att acc ate gtg gta etc ett ggg 229 
Met Ser Gly Leu lie Thr lie Val Val Leu Leu Gly 
1 5 10 

ate gee ttt gta gte tat aag ctg tte etg agt gac ggg eag tat tet 277 
He Ala Phe Val Val Tyr Lys Leu Phe Leu Ser Asp Gly Gin Tyr Ser 

15 20 25 

eet eea eeg tac tet gag tat cct cea ttt tee eae egt tac eag aga 325 
Pro Pro Pro Tyr Ser Glu Tyr Pro Pro Phe Ser His Arg Tyr Gin Arg 
30 35 40 



tte aee aae tea gca gga cet eet cee eea gge ttt aag tet gag tte 373 
Phe Thr Asn Ser Ala Gly Pro Pro Pro Pro Gly Phe Lys Ser Glu Phe 

45 50 55 60 

aea gga eea eag aat aet gge eat ggt gea aet tet ggt ttt gge agt 421 
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Thr Gly Pro Gin Asn Thr Gly His Gly Ala Thr Ser Gly Phe Gly Ser 
65 70 75 

get ttt aca gga caa caa gga tat gaa aat tea gga cca ggg ttc tgg 469 
Ala Phe Thr Gly Gin Gin Gly Tyr Glu Asn Ser Gly Pro Gly Phe Trp 
80 85 90 

aca ggc ttg gga act ggt gga ata eta gga tat ttg ttt ggc age aat 517 
Thr Gly Leu Gly Thr Gly Gly He Leu Gly Tyr Leu Phe Gly Ser Asn 

95 100 105 



aga geg gca aca ccc ttc tea gac teg tgg tae tae ecg tec tat ect 565 

Arg Ala Ala Thr Pro Phe Ser Asp Ser Trp Tyr Tyr Pro Ser Tyr Pro 

110 115 120 

ccc tee tac ect ggc acg tgg aat agg get tae tea ccc ett eat gga 613 

Pro Ser Tyr Pro Gly Thr Trp Asn Arg Ala Tyr Ser Pro Leu His Gly 

125 130 135 140 

ggc teg ggc age tat teg gta tgt tea aac tea gac acg aaa ace aga 661 

Gly Ser Gly Ser Tyr Ser Val Cys Ser Asn Ser Asp Thr Lys Thr Arg 

145 150 155 



act gca tea gga tat ggt ggt ace agg aga ega taaagtagaa agttggagtc 714 
Thr Ala Ser Gly Tyr Gly Gly Thr Arg Arg Arg 

160 165 

aaaeaetgga tgcagaaatt ttggattttt eateacttte tetttagaaa aaaagtaeta 774 
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cctgttaaca attgggaaaa ggggatattc aaaagttcgg tggtgttatg tccagtgtag 834 
ctttttgtat tctattattt gaggctaaaa gttgatgtgt gacaaaatac ttatgtgttg 894 
tatgtcagtg taacatgcag atgtatattg cagtttttga aagtgatcat tactgtggaa 954 
tgctaaaaat acattaattt ctaaaacctg tgatgcccta agaagcatta agaatgaagg 1014 
tgttgtacta atagaaacta agtacagaaa atttcagttt taggtggttg tagctgatga 1074 
gttattacct catagagact gtaatattct atttggtatt atattatttg atgtttgctg 1134 
ttcttcaaac atttaaatca agctttggac taattatgct aatttgtgag ttctgatcac 1194 
ttttgagctc tgaagctttg aatcattcag tggtggagat ggccttctgg taactgaata 1254 
ttaccttctg taggaaaagg tggaaaataa gcatctagaa ggttgttgtg aatgactctg 1314 
tgctggcaaa aatgcttgaa acctctatat ttctttcgtt cataagaggt aaaggtcaaa 1374 
tttttcaaca aaagtctttt aataacaaaa gcatgcagtt ctctgtgaaa tctcaaatat 1434 
tgttgtaata gtctgtttca atcttaaaaa gaatcaat 1472 

<210> 3 
<211> 339 
<212> PRT 

<213> Homo sapiens 

4 8 ffil£# 2001-3116643 
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<400> 3 

Met Ala Ala Ala Cys Gly Pro Gly Ala Ala Gly Tyr Cys Leu Leu Leu 
15 10 15 

Gly Leu His Leu Phe Leu Leu Thr Ala Gly Pro Ala Leu Gly Trp Asn 
20 25 30 

Asp Pro Asp Arg Met Leu Leu Arg Asp Val Lys Ala Leu Thr Leu His 
35 40 45 

Tyr Asp Arg Tyr Thr Thr Ser Arg Arg Leu Asp Pro He Pro Gin Leu 
50 55 60 

Lys Cys Val Gly Gly Thr Ala Gly Cys Asp Ser Tyr Thr Pro Lys Val 
65 70 75 80 

He Gin Cys Gin Asn Lys Gly Trp Asp Gly Tyr Asp Val Gin Trp Glu 
85 90 95 

Cys Lys Thr Asp Leu Asp He Ala Tyr Lys Phe Gly Lys Thr Val Val 
100 105 110 

Ser Cys Glu Gly Tyr Glu Ser Ser Glu Asp Gin Tyr Val Leu Arg Gly 
115 120 125 

Ser Cys Gly Leu Glu Tyr Asn Leu Asp Tyr Thr Glu Leu Gly Leu Gin 
130 135 140 

Lys Leu Lys Glu Ser Gly Lys Gin His Gly Phe Ala Ser Phe Ser Asp 
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145 



150 



155 



160 



Tyr Tyr Tyr Lys Trp Ser Ser Ala Asp Ser Cys Asn Met Ser Gly Leu 
165 170 175 

lie Thr He Val Val Leu Leu Gly He Ala Phe Val Val Tyr Lys Leu 

180 185 190 

Phe Leu Ser Asp Gly Gin Tyr Ser Pro Pro Pro Tyr Ser Glu Tyr Pro 
195 200 205 

Pro Phe Ser His Arg Tyr Gin Arg Phe Thr Asn Ser Ala Gly Pro Pro 
210 215 220 

Pro Pro Gly Phe Lys Ser Glu Phe Thr Gly Pro Gin Asn Thr Gly His 
225 230 235 240 

Gly Ala Thr Ser Gly Phe Gly Ser Ala Phe Thr Gly Gin Gin Gly Tyr 

245 250 255 

Glu Asn Ser Gly Pro Gly Phe Trp Thr Gly Leu Gly Thr Gly Gly He 
260 265 270 

Leu Gly Tyr Leu Phe Gly Ser Asn Arg Ala Ala Thr Pro Phe Ser Asp 
275 280 285 



Ser Trp Tyr Tyr Pro Ser Tyr Pro Pro Ser Tyr Pro Gly Thr Trp Asn 
290 295 300 
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Arg Ala Tyr Ser Pro Leu His Gly Gly Ser Gly Ser Tyr Ser Val Cys 
305 310 315 320 

Ser Asn Ser Asp Thr Lys Thr Arg Thr Ala Ser Gly Tyr Gly Gly Thr 
325 330 335 

Arg Arg Arg 



<210> 4 
<211> 1924 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (115).. (1131) 
<400> 4 

gttccttcgc cgccgccagg ggtagcggtg tagctgcgca gcgtcgcgcg cgctaccgca 60 

cccaggttcg gcccgtaggc gtctggcagc ccggcgccat cttcatcgag cgcc atg 117 

Met 
1 

gcc gca gcc tgc ggg ccg gga gcg gcc ggg tac tgc ttg etc etc ggc 165 
Ala Ala Ala Cys Gly Pro Gly Ala Ala Gly Tyr Cys Leu Leu Leu Gly 
5 10 15 
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ttg cat ttg ttt ctg ctg acc gcg ggc cct gcc ctg ggc tgg aac gac 213 

Leu His Leu Phe Leu Leu Thr Ala Gly Pro Ala Leu Gly Trp Asn Asp 

20 25 30 

cct gac aga atg ttg ctg egg gat gta aaa get ctt acc etc cac tat 261 

Pro Asp Arg Met Leu Leu Arg Asp Val Lys Ala Leu Thr Leu His Tyr 

35 40 45 

gac cgc tat acc acc tec cgc agg ctg gat cec ate cea cag ttg aaa 309 

Asp Arg Tyr Thr Thr Ser Arg Arg Leu Asp Pro He Pro Gin Leu Lys 

50 55 60 65 

tgt gtt gga ggc aca get ggt tgt gat tet tat ace cea aaa gtc ata 357 

Cys Val Gly Gly Thr Ala Gly Cys Asp Ser Tyr Thr Pro Lys Val He 

70 75 80 

cag tgt cag aac aaa ggc tgg gat ggg tat gat gta cag tgg gaa tgt 405 

Gin Cys Gin Asn Lys Gly Trp Asp Gly Tyr Asp Val Gin Trp Glu Cys 

85 90 95 

aag acg gac tta gat att gca tac aaa ttt gga aaa act gtg gtg age 453 

Lys Thr Asp Leu Asp He Ala Tyr Lys Phe Gly Lys Thr Val Val Ser 

100 105 110 

tgt gaa ggc tat gag tee tet gaa gac cag tat gta eta aga ggt tet 501 

Cys Glu Gly Tyr Glu Ser Ser Glu Asp Gin Tyr Val Leu Arg Gly Ser 

115 120 125 

tgt ggc ttg gag tat aat tta gat tat aca gaa ctt ggc ctg cag aaa 549 
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Cys Gly Leu Glu Tyr Asn Leu Asp Tyr Thr Glu Leu Gly Leu Gin Lys 
130 135 140 145 

ctg aag gag tct gga aag cag cac ggc ttt gcc tct ttc tct gat tat 597 
Leu Lys Glu Ser Gly Lys Gin His Gly Phe Ala Ser Phe Ser Asp Tyr 
150 155 160 

tat tat aag tgg tec teg geg gat tec tgt aac atg agt gga ttg att 645 
Tyr Tyr Lys Trp Ser Ser Ala Asp Ser Cys Asn Met Ser Gly Leu He 
165 170 175 

ace ate gtg gta etc ett ggg ate gee ttt gta gtc tat aag ctg ttc 693 
Thr He Val Val Leu Leu Gly He Ala Phe Val Val Tyr Lys Leu Phe 
180 185 190 

ctg agt gae ggg cag tat tct cct cea ccg tac tct gag tat cct eca 741 
Leu Ser Asp Gly Gin Tyr Ser Pro Pro Pro Tyr Ser Glu Tyr Pro Pro 
195 200 205 

ttt tec cac cgt tac cag aga ttc ace aac tea gca gga cct cct ecc 789 
Phe Ser His Arg Tyr Gin Arg Phe Thr Asn Ser Ala Gly Pro Pro Pro 
210 215 220 225 

cea ggc ttt aag tct gag ttc aca gga cea cag aat act ggc cat ggt 837 
Pro Gly Phe Lys Ser Glu Phe Thr Gly Pro Gin Asn Thr Gly His Gly 
230 235 240 

gca act tct ggt ttt ggc agt get ttt aca gga caa caa gga tat gaa 885 
Ala Thr Ser Gly Phe Gly Ser Ala Phe Thr Gly Gin Gin Gly Tyr Glu 
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245 



250 



255 



aat tea gga cca ggg ttc tgg aca ggc ttg gga act ggt gga ata eta 933 
Asn Ser Gly Pro Gly Phe Trp Thr Gly Leu Gly Thr Gly Gly He Leu 
260 265 270 



gga tat ttg ttt ggc age aat aga gcg gca aca cec ttc tea gae teg 981 

Gly Tyr Leu Phe Gly Ser Asn Arg Ala Ala Thr Pro Phe Ser Asp Ser 

275 280 285 

tgg tac tac eeg tec tat cct cec tec tac cet ggc acg tgg aat agg 1029 

Trp Tyr Tyr Pro Ser Tyr Pro Pro Ser Tyr Pro Gly Thr Trp Asn Arg 
290 295 300 305 

get tac tea cec ctt cat gga ggc teg ggc age tat teg gta tgt tea 1077 

Ala Tyr Ser Pro Leu His Gly Gly Ser Gly Ser Tyr Ser Val Cys Ser 
310 315 320 



aac tea gac acg aaa ace aga act gca tea gga tat ggt ggt ace agg 1125 
Asn Ser Asp Thr Lys Thr Arg Thr Ala Ser Gly Tyr Gly Gly Thr Arg 
325 330 335 



aga cga taaagtagaa agttggagtc aaacactgga tgcagaaatt ttggattttt 1181 
Arg Arg 



catcacttte tetttagaaa aaaagtacta eetgttaaca attgggaaaa ggggatatte 1241 



aaaagttegg tggtgttatg tccagtgtag ctttttgtat tctattattt gaggctaaaa 1301 
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gttgatgtgt gacaaaatac ttatgtgttg tatgtcagtg taacatgcag atgtatattg 1361 
cagtttttga aagtgatcat tactgtggaa tgctaaaaat acattaattt ctaaaacctg 1421 
tgatgcccta agaagcatta agaatgaagg tgttgtacta atagaaacta agtacagaaa 1481 
atttcagttt taggtggttg tagctgatga gttattacct catagagact gtaatattct 1541 
atttggtatt atattatttg atgtttgctg ttcttcaaac atttaaatca agctttggac 1601 
taattatgct aatttgtgag ttctgatcac ttttgagctc tgaagctttg aatcattcag 1661 
tggtggagat ggccttctgg taactgaata ttaccttctg taggaaaagg tggaaaataa 1721 
gcatctagaa ggttgttgtg aatgactctg tgctggcaaa aatgcttgaa acctctatat 1781 
ttctttcgtt cataagaggt aaaggtcaaa tttttcaaca aaagtctttt aataacaaaa 1841 
gcatgcagtt ctctgtgaaa tctcaaatat tgttgtaata gtctgtttca atcttaaaaa 1901 



gaatcaataa aaacaaacaa ggg 

<210> 5 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Met Ala Gly Ala He lie Glu Asn Met Ser Thr Lys Lys Leu Cys lie 



1924 



5 5 aJiI4# 2001-3116643 



#2000-402288 



15 10 15 

Val Gly Gly He Leu Leu Val Phe Gin He He Ala Phe Leu Val Gly 
20 25 30 

Gly Leu lie Ala Pro Gly Pro Thr Thr Ala Val Ser Tyr Met Ser Val 

35 40 45 

Lys Cys Val Asp Ala Arg Lys Asn His His Lys Thr Lys Trp Phe Val 
50 55 60 

Pro Trp Gly Pro Asn His Cys Asp Lys He Arg Asp He Glu Glu Ala 
65 70 75 80 

He Pro Arg Glu He Glu Ala Asn Asp He Val Phe Ser Val His He 
85 90 95 

Pro Leu Pro His Met Glu Met Ser Pro Trp Phe Gin Phe Met Leu Phe 
100 105 110 

He Leu Gin Leu Asp He Ala Phe Lys Leu Asn Asn Gin He Ser 

115 120 125 

<210> 6 
<211> 702 
<212> DNA 

<213> Homo sapiens 



<220> 



mil# 2001-3116643 



#2 0 0 0 — 4 0 2 2 8 8 



<221> CDS 

<222> (225).. (605) 

<400> 6 

acaatcacag ctccgggcat tgggggaacc cgagccggct gcgccggggg aatccgtgcg 60 

ggcgtcttcc gtcccggtcc catcctcgcc gcgctccagc acctctgaag ttttgcagcg 120 

cccagaaagg aggcgaggaa ggagggagtg tgtgagagga gggagcaaaa agctcaccct 180 

aaaacattta tttcaaggag aaaagaaaaa gggggggcgc aaaa atg get ggg gca 236 

Met Ala Gly Ala 
1 

att ata gaa aac atg age ace aag aag ctg tgc att gtt ggt ggg att 284 
lie He Glu Asn Met Ser Thr Lys Lys Leu Cys lie Val Gly Gly He 
5 10 15 20 

ctg etc gtg ttc caa ate ate gcc ttt ctg gtg gga ggc ttg att get 332 
Leu Leu Val Phe Gin He He Ala Phe Leu Val Gly Gly Leu He Ala 
25 30 35 

eca ggg ccc aca acg gca gtg tec tac atg teg gtg aaa tgt gtg gat 380 
Pro Gly Pro Thr Thr Ala Val Ser Tyr Met Ser Val Lys Cys Val Asp 
40 45 50 

gee Cgt aag aac eat cac aag aca aaa tgg ttc gtg cct tgg gga ccc 428 
Ala Arg Lys Asn His His Lys Thr Lys Trp Phe Val Pro Trp Gly Pro 
55 60 65 



mSE# 2001-3116643 



#2 000-4 02288 



aat cat tgt gac aag ate cga gac att gaa gag gca att cca agg gaa 476 
Asn His Cys Asp Lys He Arg Asp lie Glu Glu Ala He Pro Arg Glu 
70 75 80 

att gaa gcc aat gac ate gtg ttt tct gtt cac att ccc etc ecc cac 524 
He Glu Ala Asn Asp He Val Phe Ser Val His He Pro Leu Pro His 
85 90 95 100 

atg gag atg agt cct tgg ttc eaa ttc atg ctg ttt ate ctg cag ctg 572 
Met Glu Met Ser Pro Trp Phe Gin Phe Met Leu Phe He Leu Gin Leu 
105 110 115 

gac att gcc ttc aag eta aac aac eaa ate agt taagtgtact etcetctcat 625 
Asp He Ala Phe Lys Leu Asn Asn Gin lie Ser 
120 125 



ccctttcttc cctttgagca ttgccctett tgggttcttt ttgagccaat tctaataaaa 685 



gtaaaaatgg taatagt 



702 



<210> 7 
<211> 233 
<212> PRT 

<213> Homo sapiens 



<400> 7 

Met Ala Gly Ala He He Glu Asn Met Ser Thr Lys Lys Leu Cys He 
15 10 15 



ffiSi^F 2001-3116643 



#2000—4 02288 



Val Gly Gly He Leu Leu Val Phe Gin He lie Ala Phe Leu Val Gly 

20 25 30 

Gly Leu He Ala Pro Gly Pro Thr Thr Ala Val Ser Tyr Met Ser Val 
35 40 45 

Lys Cys Val Asp Ala Arg Lys Asn His His Lys Thr Lys Trp Phe Val 
50 55 60 

Pro Trp Gly Pro Asn His Cys Asp Lys He Arg Asp He Glu Glu Ala 
65 70 75 80 

He Pro Arg Glu He Glu Ala Asn Asp He Val Phe Ser Val His He 
85 90 95 

Pro Leu Pro His Met Glu Met Ser Pro Trp Phe Gin Phe Met Leu Phe 
100 105 110 

He Leu Gin Leu Asp He Ala Phe Lys Leu Asn Asn Gin He Arg Glu 
115 120 125 

Asn Ala Glu Val Ser Met Asp Val Ser Leu Ala Tyr Arg Asp Asp Ala 
130 135 140 

Phe Ala Glu Trp Thr Glu Met Ala His Glu Arg Val Pro Arg Lys Leu 

145 150 155 160 



Lys Cys Thr Phe Thr Ser Pro Lys Thr Pro Glu His Glu Gly Arg Tyr 



2001-3116643 



#2000—402288 
165 170 175 

Tyr Glu Cys Asp Val Leu Pro Tyr Ala Gin His Leu His His Tyr Gly 
180 185 190 

Val Val Leu Glu Glu Asp His His Asp Val Pro Thr Pro Ser Ala Ser 

195 200 205 

Gly Lys Ser His Leu Cys Pro Trp Asp Phe His Asp Leu Tyr Gin Tyr 
210 215 220 

Pro Ser Gly Met Val Phe His Arg Val 

225 230 

<210> 8 
<211> 2409 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (225).. (923) 

<400> 8 

acaatcacag ctccgggcat tgggggaacc cgagccggct gcgccggggg aatccgtgcg 60 

ggcgccttcc gtcccggtcc catcctcgcc gcgctccagc acctctgaag ttttgcagcg 120 

cccagaaagg aggcgaggaa ggagggagtg tgtgagagga gggagcaaaa agctcaccct 180 

6 0 ffiiE# 2001-3116643 



#2 000-402288 



aaaacattta tttcaaggag aaaagaaaaa gggggggcgc aaaa atg get ggg gca 236 

Met Ala Gly Ala 
1 

att ata gaa aac atg age aee aag aag ctg tge att gtt ggt ggg att 284 
He lie Glu Asn Met Ser Thr Lys Lys Leu Cys lie Val Gly Gly He 
5 10 15 20 

ctg etc gtg ttc caa ate ate gee ttt etg gtg gga gge ttg att get 332 
Leu Leu Val Phe Gin He He Ala Phe Leu Val Gly Gly Leu He Ala 
25 30 35 

eca ggg cee aea acg gea gtg tee tae atg teg gtg aaa tgt gtg gat 380 
Pro Gly Pro Thr Thr Ala Val Ser Tyr Met Ser Val Lys Cys Val Asp 
40 45 50 

gee egt aag aac cat cae aag aea aaa tgg ttc gtg eet tgg gga cee 428 
Ala Arg Lys Asn His His Lys Thr Lys Trp Phe Val Pro Trp Gly Pro 
55 60 65 

aat cat tgt gac aag ate ega gac att gaa gag gca att cea agg gaa 476 
Asn His Cys Asp Lys He Arg Asp He Glu Glu Ala He Pro Arg Glu 
70 75 80 

att gaa gcc aat gac ate gtg ttt tet gtt eac att cee etc ecc cae 524 
He Glu Ala Asn Asp He Val Phe Ser Val His He Pro Leu Pro His 
85 90 95 100 



2001-3116643 



#2000—402288 



atg gag atg agt cct tgg ttc caa ttc atg ctg ttt ate ctg cag ctg 572 

Met Glu Met Ser Pro Trp Phe Gin Phe Met Leu Phe lie Leu Gin Leu 

105 110 115 

gac att gcc ttc aag eta aac aac caa ate aga gaa aat gca gaa gtc 620 

Asp He Ala Phe Lys Leu Asn Asn Gin He Arg Glu Asn Ala Glu Val 

120 125 130 

tec atg gac gtt tee ctg get tac egt gat gac gcg ttt get gag tgg 668 

Ser Met Asp Val Ser Leu Ala Tyr Arg Asp Asp Ala Phe Ala Glu Trp 
135 140 145 

act gaa atg gee eat gaa aga gta eca egg aaa etc aaa tgc ace ttc 716 

Thr Glu Met Ala His Glu Arg Val Pro Arg Lys Leu Lys Cys Thr Phe 
150 155 160 

aea tct cec aag act eca gag eat gag ggc egt tac tat gaa tgt gat 764 

Thr Ser Pro Lys Thr Pro Glu His Glu Gly Arg Tyr Tyr Glu Cys Asp 

165 170 175 180 

gtc ett ect tac gee cag eat ctt eat eat tat ggt gtg gta ttg gag 812 

Val Leu Pro Tyr Ala Gin His Leu His His Tyr Gly Val Val Leu Glu 
185 190 195 

gag gat cac cat gat gtc eeg ace cec agt get tct gga aaa agt cat 860 

Glu Asp His His Asp Val Pro Thr Pro Ser Ala Ser Gly Lys Ser His 
200 205 210 

ctt tgc ect tgg gat ttc eat gac ctt tat caa tat cec agt gga atg 908 



2001-3116643 



4t2 000 — 4 02288 

Leu Cys Pro Trp Asp Phe His Asp Leu Tyr Gin Tyr Pro Ser Gly Met 
215 220 225 

gtt ttc cat egg gtt tgactggacc tggatgctgc tgtttggtga catccgacag 963 
Val Phe His Arg Val 
230 

ggcatcttct atgcgatgct tctgtccttc tggatcatct tctgtggcga gcacatgatg 1023 
gatcagcacg agcggaacca catcgcaggg tattggaagc aagtcggacc cattgccgtt 1083 
ggctccttct gcctcttcat atttgacatg tgtgagagag gggtacaact cacgaatccc 1143 
ttctacagta tctggactac agacattgga acagagctgg ccatggcctt catcatcgtg 1203 
gctggaatct gcctctgcct ctacttcctg tttctatgct tcatggtatt tcaggtgttt 1263 
cggaacatca gtgggaagca gtccagcctg ccagctatga gcaaagtccg gcggctacac 1323 
tatgaggggc taatttttag gttcaagttc ctcatgctta tcaccttggc ctgcgctgcc 1383 
atgactgtca tcttcttcat cgttagtcag gtaacggaag gccattggaa atggggcggc 1443 
gtcacagtcc aagtgaacag tgcctttttc acaggcatct atgggatgtg gaatctgtat 1503 
gtctttgctc tgatgttctt gtatgcacca tcccataaaa actatggaga agaccagtcc 1563 
aatggcgatc tgggtgtcca tagtggggaa gaactccagc tcaccaccac tatcacccat 1623 

6 3 ffii£# 2001-3116643 
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gtggacggac ccactgagat ctacaagttg acccgcaagg aggcccagga gtaggaggct 1683 
gcagcgcccg gctgggacgg tctctccata ccccagcccc tctaactaga gtggggagca 1743 
tgccagagag agctcaatgt acaaatgaat gcctcatggc tcttagctgt ggtttcttgg 1803 
accagcggca tggacatttg tcagtttgcc ttctgacggt agcttttgga ggaagattcc 1863 
tgcagccact aatgcattgt gtatgataac aaaaactctg gtatgacaca ttttctgtga 1923 
tcattgttaa ttagtgacat agtaacatct gtagcagctg gttagtaaac ctcatgtggg 1983 
ggtggggtgg gggtgtattc cttgggggat ggtttgggcc gaatggggag tggaatattt 2043 
gacatttttc ctgttttaaa ttctaggata gattttaaca tcctttgcgg tcccagtcca 2103 
aggtaggctg gtgtcatagt cttctcactc ctaatccatg accactgttt ttttcctatt 2163 
tatatcacca ggtagcccac tgagttaata tttaagttgt caatagataa gtgtccctgt 2223 
tttgtggcat aatataactg aatttcatga gaagatttat tccaccaggg gtatttcagc 2283 
tttgaaacca aatctgtgta tctaatacta accaatctgt tggatgtggg ttttaaaaaa 2343 
tgtttgctaa actacccaag taagatttac tgtattaaat ggccttcggg tctgaaaagc 2403 
tttttt 2409 
<210> 9 

6 4 £tiiE# 2001-3116643 



#2 000 — 4 02288 



<211> 198 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Met Ala Thr Leu Trp Gly Gly Leu Leu Arg Leu Gly Ser Leu Leu Ser 
15 10 15 

Leu Ser Cys Leu Ala Leu Ser Val Leu Leu Leu Ala Gin Leu Ser Asp 

20 25 30 

Ala Ala Lys Asn Phe Glu Asp Val Arg Cys Lys Cys He Cys Pro Pro 
35 40 45 

Tyr Lys Glu Asn Ser Gly His lie Tyr Asn Lys Asn He Ser Gin Lys 
50 55 60 

Asp Cys Asp Cys Leu His Val Val Glu Pro Met Pro Val Arg Gly Pro 
65 70 75 80 

Asp Val Glu Ala Tyr Cys Leu Arg Cys Glu Cys Lys Tyr Glu Glu Arg 
85 90 95 

Ser Ser Val Thr He Lys Val Thr He He He Tyr Leu Ser He Leu 
100 105 110 

Gly Leu Leu Leu Leu Tyr Met Val Tyr Leu Thr Leu Val Glu Pro He 
115 120 125 



mil#2 0 0 1 



-3116643 



#2 000 — 4 02288 



Leu Lys Arg Arg Leu Phe Gly His Ala Gin Leu lie Gin Ser Asp Asp 
130 135 140 

Asp lie Gly Asp His Gin Pro Phe Ala Asn Ala His Asp Val Leu Ala 
145 150 155 160 

Arg Ser Arg Ser Arg Ala Asn Val Leu Asn Lys Val Glu Tyr Ala Gin 
165 170 175 

Gin Arg Trp Lys Leu Gin Val Gin Glu Gin Arg Lys Ser Val Phe Asp 

180 185 190 



Arg His Val Val Leu Ser 
195 



<210> 10 
<211> 1498 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (86).. (679) 

<400> 10 

gtgcctgagc ctgagcctga gcctgagccc gagccgggag ccggtcgcgg gggctccggg 60 



ctgtgggacc gctgggcccc cagcg atg gcg acc ctg tgg gga ggc ctt ctt 112 

Met Ala Thr Leu Trp Gly Gly Leu Leu 



ffiIE# 2001-3116643 



#2 000-402288 



egg ctt ggc tec ttg etc age ctg teg tgc ctg gcg ctt tec gtg ctg 160 
Arg Leu Gly Ser Leu Leu Ser Leu Ser Cys Leu Ala Leu Ser Val Leu 
10 15 20 25 

ctg ctg gcg eag ctg tea gae gee gcc aag aat ttc gag gat gte aga 208 
Leu Leu Ala Gin Leu Ser Asp Ala Ala Lys Asn Phe Glu Asp Val Arg 
30 35 40 

tgt aaa tgt ate tgc cet cec tat aaa gaa aat tct ggg cat att tat 256 
Cys Lys Cys He Cys Pro Pro Tyr Lys Glu Asn Ser Gly His He Tyr 
45 50 55 

aat aag aac ata tct eag aaa gat tgt gat tgc ctt cat gtt gtg gag 304 
Asn Lys Asn He Ser Gin Lys Asp Cys Asp Cys Leu His Val Val Glu 
60 65 70 

cec atg cet gtg egg ggg cet gat gta gaa gca tac tgt eta cgc tgt 352 
Pro Met Pro Val Arg Gly Pro Asp Val Glu Ala Tyr Cys Leu Arg Cys 
75 80 85 

gaa tgc aaa tat gaa gaa aga age tct gte aca ate aag gtt ace att 400 
Glu Cys Lys Tyr Glu Glu Arg Ser Ser Val Thr He Lys Val Thr He 
90 95 100 105 

ata att tat etc tec att ttg ggc ctt eta ctt ctg tac atg gta tat 448 
He He Tyr Leu Ser He Leu Gly Leu Leu Leu Leu Tyr Met Val Tyr 
110 115 120 



2001-3116643 



#2000—4 02288 



ctt act ctg gtt gag ccc ata ctg aag agg cgc etc ttt gga cat gca 

Leu Thr Leu Val Glu Pro lie Leu Lys Arg Arg Leu Phe Gly His Ala 
125 130 135 



496 



cag ttg ata cag agt gat gat gat att ggg gat cac cag cct ttt gca 
Gin Leu He Gin Set Asp Asp Asp He Gly Asp His Gin Pro Phe Ala 
140 145 150 



544 



0 aat gca cac gat gtg eta gcc cgc tec cgc agt ega gee aac gtg ctg 592 

Asn Ala His Asp Val Leu Ala Arg Ser Arg Ser Arg Ala Asn Val Leu 
155 160 165 

aac aag gta gaa tat gca cag cag cgc tgg aag ctt eaa gte caa gag 640 

Asn Lys Val Glu Tyr Ala Gin Gin Arg Trp Lys Leu Gin Val Gin Glu 
170 175 180 185 



cag ega aag tet gte ttt gae egg eat gtt gte etc age taattgggaa 689 
Gin Arg Lys Ser Val Phe Asp Arg His Val Val Leu Ser 
190 195 



ttgaattcaa ggtgaetaga aagaaacagg cagaeaactg gaaagaaetg aetgggtttt 749 
gctgggtttc attttaatae cttgttgatt teaecaactg ttgctggaag attcaaaact 809 



ggaagcaaaa acttgcttga ttttttttte ttgttaacgt aataatagag acatttttaa 869 



aagcacaeag etcaaagtea gecaataagt cttttectat ttgtgacttt tactaataaa 929 



2001-3116643 



#2000—4 02288 

aataaatctg cctgtaaatt atcttgaagt cctttacctg gaacaagcac tctctttttc 989 

accacatagt tttaacttga ctttcaagat aattttcagg gtttttgttg ttgttgtttt 1049 

ttgtttgttt gttttggtgg gagaggggag ggatgcctgg gaagtggtta acaacttttt 1109 

tcaagtcact ttactaaaca aacttttgta aatagacctt accttctatt ttcgagtttc 1169 

atttatattt tgcagtgtag ccagcctcat caaagagctg acttactcat ttgacttttg 1229 

cactgactgt attatctggg tatctgctgt gtctgcactt catggtaaac gggatctaaa 1289 

atgcctggtg gcttttcaca aaaagcagat tttcttcatg tactgtgatg tctgatgcaa 1349 

tgcatcctag aacaaactgg ccatttgcta gtttactcta aagactaaac atagtcttgg 1409 

tgtgtgtggt cttactcatc ttctagtacc tttaaggaca aatcctaagg acttggacac 1469 

ttgcaataaa gaaattttat tttaaaccc 1498 

<210> 11 
<211> 221 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Met Ala Leu Ala Leu Ala Ala Leu Ala Ala Val Glu Pro Ala Cys Gly 
15 10 15 

6 9 2001-3116643 



#2000—402288 



Ser Arg Tyr Gin Gin Leu Gin Asn Glu Glu Glu Ser Gly Glu Pro Glu 
20 25 30 

Gin Ala Ala Gly Asp Ala Pro Pro Pro Tyr Ser Ser lie Ser Ala Glu 
35 40 45 

Ser Ala Ala Tyr Phe Asp Tyr Lys Asp Glu Ser Gly Phe Pro Lys Pro 
50 55 60 

Pro Ser Tyr Asn Val Ala Thr Thr Leu Pro Ser Tyr Asp Glu Ala Glu 

65 70 75 80 

Arg Thr Lys Ala Glu Ala Thr He Pro Leu Val Pro Gly Arg Asp Glu 
85 90 95 

Asp Phe Val Gly Arg Asp Asp Phe Asp Asp Ala Asp Gin Leu Arg He 
100 105 110 

Gly Asn Asp Gly He Phe Met Leu Thr Phe Phe Met Ala Phe Leu Phe 
115 120 125 

Asn Trp He Gly Phe Phe Leu Ser Phe Cys Leu Thr Thr Ser Ala Ala 

130 135 140 

Gly Arg Tyr Gly Ala He Ser Gly Phe Gly Leu Ser Leu He Lys Trp 
145 150 155 160 



He Leu He Val Arg Phe Ser Thr Tyr Phe Pro Gly Tyr Phe Asp Gly 
165 170 175 



mil# 2001-3116643 



#2000—402288 



Gin Tyr Trp Leu Trp Trp Val Phe Leu Val Leu Gly Phe Leu Leu Phe 

180 185 190 

Leu Arg Gly Phe He Asn Tyr Ala Lys Val Arg Lys Met Pro Glu Thr 
195 200 205 

Phe Ser Asn Leu Pro Arg Thr Arg Val Leu Phe He Tyr 
210 215 220 

<210> 12 
<211> 1864 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (153).. (815) 

<400> 12 

ctgagaagag cgtctcgccc gggagcggcg gcggccatcg agacccaccc aaggcgcgtc 60 

cccctcggcc tcccagcgct cccaagccgc agcggccgcg ccccttcagc tagctcgctc 120 

gctcgctctg cttccctgct gccggctgcg cc atg gcg ttg gcg ttg gcg gcg 173 

Met Ala Leu Ala Leu Ala Ala 
1 5 

ctg gcg gcg gtc gag ccg gcc tgc ggc age egg tac cag cag ttg cag 221 

7 1 ffilE# 2001-3116643 
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Leu Ala Ala Val Glu Pro Ala Cys Gly Ser Arg Tyr Gin Gin Leu Gin 
10 15 20 

aat gaa gaa gag tct gga gaa cct gaa cag get gca ggt gat get cct 269 
Asn Glu Glu Glu Ser Gly Glu Pro Glu Gin Ala Ala Gly Asp Ala Pro 
25 30 35 

cca cct tac age age att tct gca gag age gca gca tat ttt gae tae 317 
Pro Pro Tyr Ser Ser He Ser Ala Glu Ser Ala Ala Tyr Phe Asp Tyr 

40 45 50 55 

aag gat gag tct ggg ttt cca aag cec cca tct tac aat gta get aca 365 
Lys Asp Glu Ser Gly Phe Pro Lys Pro Pro Ser Tyr Asn Val Ala Thr 
60 65 70 

aca ctg ece agt tat gat gaa gcg gag agg ace aag get gaa get act 413 
Thr Leu Pro Ser Tyr Asp Glu Ala Glu Arg Thr Lys Ala Glu Ala Thr 

75 80 85 

ate cct ttg gtt cct ggg aga gat gag gat ttt gtg ggt egg gat gat 461 
He Pro Leu Val Pro Gly Arg Asp Glu Asp Phe Val Gly Arg Asp Asp 

90 95 100 

ttt gat gat get gae eag ctg agg ata gga aat gat ggg att ttc atg 509 
Phe Asp Asp Ala Asp Gin Leu Arg He Gly Asn Asp Gly He Phe Met 

105 110 115 



tta act ttt ttc atg gca ttc etc ttt aac tgg att ggg ttt ttc ctg 557 
Leu Thr Phe Phe Met Ala Phe Leu Phe Asn Trp He Gly Phe Phe Leu 



aisiE#2 001-3116643 



#2000—402288 
120 125 130 135 

tct ttt tgc ctg acc act tea get gca gga agg tat ggg gee att tea 605 
Ser Phe Cys Leu Thr Thr Ser Ala Ala Gly Arg Tyr Gly Ala He Ser 
140 145 150 

gga ttt ggt cte tct eta att aaa tgg ate ctg att gtc agg ttt tec 653 
Gly Phe Gly Leu Ser Leu He Lys Trp He Leu He Val Arg Phe Ser 
155 160 165 

acc tat ttc cct gga tat ttt gat ggt cag tac tgg etc tgg tgg gtg 701 
Thr Tyr Phe Pro Gly Tyr Phe Asp Gly Gin Tyr Trp Leu Trp Trp Val 
170 175 180 

ttc ctt gtt tta ggc ttt etc ctg ttt etc aga gga ttt ate aat tat 749 
Phe Leu Val Leu Gly Phe Leu Leu Phe Leu Arg Gly Phe He Asn Tyr 
185 190 195 

gca aaa gtt egg aag atg cea gaa act ttc tea aat etc cec agg acc 797 
Ala Lys Val Arg Lys Met Pro Glu Thr Phe Ser Asn Leu Pro Arg Thr 
200 205 210 215 

aga gtt etc ttt att tat taaagatgtt ttctggcaaa ggcctteetg 845 
Arg Val Leu Phe He Tyr 
220 

catttatgaa ttctetctca agaagcaaga gaacacctgc aggaagtgaa teaagatgca 905 
gaaeaeagag gaataatcac ctgctttaaa aaaataaagt actgttgaaa agatcatttc 965 



mi£#2 0 0 1 - 



3 116 6 4 3 



#2 000-4 02288 



tctctatttg ttcctaggtg taaaatttta atagttaatg cagaattctg taatcattga 1025 
atcattagtg gttaatgttt gaaaaagctc ttgcaatcaa gtctgtgatg tattaataat 1085 
gccttatata ttgtttgtag tcattttaag tagcatgagc catgtccctg tagtcggtag 1145 
ggggcagtct tgctttattc atcctccatc tcaaaatgaa cttggaatta aatattgtaa 1205 
gatatgtata atgctggcca ttttaaaggg gttttctcaa aagttaaact tttgctatga 1265 
ctgtgttttt gcacataatc catatttgct gttcaagtta atctagaaat ttattcaatt 1325 
ctgtatgaac acctggaagc aaaatcatag tgcaaaaata catttaaggt gtggtcaaaa 1385 
ataagtcttt aattggtaaa taataagcat taatttttta tagcctgtat tcacaattct 1445 
gcggtacctt attgtaccta agggattcta aaggtgttgt cactgtataa aacagaaagc 1505 
actaggatac aaatgaagct taattactaa aatgtaattc ttgacactct ttctataatt 1565 
agcgttcttc acccccaccc ccacccccac cccccttatt ttccttttgt ctcctggtga 1625 
ttaggccaaa gtctgggagt aaggagagga ttaggtactt aggagcaaag aaagaagtag 1685 
cttggaactt ttgagatgat ccctaacata ctgtactact tgcttttaca atgtgttagc 1745 
agaaaccagt gggttataat gtagaatgat gtgctttctg cccaagtggt aattcatctt 1805 

7 4 ail£# 2001-3116643 
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ggtttgctat gttaaaactg taaatacaac agaacattaa taaatatctc ttgtgtagc 1864 

<210> 13 
<211> 242 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Met Asp His His Gin Pro Gly Thr Gly Arg Tyr Gin Val Leu Leu Asn 
15 10 15 

Glu Glu Asp Asn Ser Glu Set Ser Ala He Glu Gin Pro Pro Thr Ser 
20 25 30 

Asn Pro Ala Pro Gin lie Val Gin Ala Ala Ser Ser Ala Pro Ala Leu 
35 40 45 

Glu Thr Asp Ser Ser Pro Pro Pro Tyr Ser Ser lie Thr Val Glu Val 

50 55 60 

Pro Thr Thr Ser Asp Thr Glu Val Tyr Gly Glu Phe Tyr Pro Val Pro 

65 70 75 80 

Pro Pro Tyr Ser Val Ala Thr Ser Leu Pro Thr Tyr Asp Glu Ala Glu 
85 90 95 

Lys Ala Lys Ala Ala Ala Met Ala Ala Ala Ala Ala Glu Thr Ser Gin 
100 105 110 
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Arg He Gin Glu Glu Glu Cys Pro Pro Arg Asp Asp Phe Ser Asp Ala 
115 120 125 

Asp Gin Leu Arg Val Gly Asn Asp Gly He Phe Met Leu Ala Phe Phe 
130 135 140 

Met Ala Phe He Phe Asn Trp Leu Gly Phe Cys Leu Ser Phe Cys He 
145 150 155 160 

Thr Asn Thr He Ala Gly Arg Tyr Gly Ala He Cys Gly Phe Gly Leu 
165 170 175 

Ser Leu He Lys Trp He Leu He Val Arg Phe Ser Asp Tyr Phe Thr 

180 185 190 

Gly Tyr Phe Asn Gly Gin Tyr Trp Leu Trp Trp He Phe Leu Val Leu 
195 200 205 

Gly Leu Leu Leu Phe Phe Arg Gly Phe Val Asn Tyr Leu Lys Val Arg 
210 215 220 

Asn Met Ser Glu Ser Met Ala Ala Ala His Arg Thr Arg Tyr Phe Phe 
225 230 235 240 

Leu Leu 



<210> 14 
<211> 2324 



mB2# 2001-3116643 



#2000—402288 
<212> DNA 

<213> Hobo sapiens 

<220> 

<221> CDS 

<222> (13).. (738) 

<400> 14 

gagccgggca gg atg gat cac cac cag ccg ggg act ggg cgc tac cag gtg 51 

Met Asp His His Gin Pro Gly Thr Gly Arg Tyr Gin Val 
1 5 10 

ctt ctt aat gaa gag gat aac tea gaa tea teg get ata gag eag cca 99 

Leu Leu Asn Glu Glu Asp Asn Ser Glu Ser Ser Ala He Glu Gin Pro 
15 20 25 

cct act tea aac cca gca ccg cag att gtg cag get gcg tct tea gea 147 

Pro Thr Ser Asn Pro Ala Pro Gin He Val Gin Ala Ala Ser Ser Ala 
30 35 40 45 

cca gca ctt gaa act gac tct tee cct cca cca tat agt agt att act 195 

Pro Ala Leu Glu Thr Asp Ser Ser Pro Pro Pro Tyr Ser Ser He Thr 
50 55 60 

gtg gaa gta cct aca act tea gat aea gaa gtt tac ggt gag ttt tat 243 

Val Glu Val Pro Thr Thr Ser Asp Thr Glu Val Tyr Gly Glu Phe Tyr 
65 70 75 

ccc gtg cca cct ccc tat age gtt get ace tct ctt cct aca tac gat 291 
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Pro Val Pro Pro Pro Tyr Ser Val Ala Thr Ser Leu Pro Thr Tyr Asp 
80 85 90 

gaa get gag aag get aaa get get gea atg gea get gea gea gea gaa 339 
Glu Ala Glu Lys Ala Lys Ala Ala Ala Met Ala Ala Ala Ala Ala Glu 
95 . 100 105 

aea tet caa aga att eag gag gaa gag tgt eca cca aga gat gac tte 387 
Thr Ser Gin Arg He Gin Glu Glu Glu Cys Pro Pro Arg Asp Asp Phe 

110 115 120 125 

agt gat gea gae cag ete aga gtg ggg aat gat ggc att tte atg etg 435 
Ser Asp Ala Asp Gin Leu Arg Val Gly Asn Asp Gly He Phe Met Leu 
130 135 140 

gea ttt tte atg gea ttt att tte aae tgg ett gga ttt tgt tta tee 483 
Ala Phe Phe Met Ala Phe He Phe Asn Trp Leu Gly Phe Cys Leu Ser 

145 150 155 

tte tgt ate aee aat aee ata get gga agg tat ggt get ate tge gga 531 
Phe Cys He Thr Asn Thr He Ala Gly Arg Tyr Gly Ala He Cys Gly 

160 165 170 

ttt gge ett tee ttg ate aaa tgg ate ett att gtc agg ttt tet gat 579 
Phe Gly Leu Ser Leu He Lys Trp He Leu He Val Arg Phe Ser Asp 

175 180 185 

tat ttt aet gga tat tte aat gga eag tat tgg ett tgg tgg ata ttt 627 
Tyr Phe Thr Gly Tyr Phe Asn Gly Gin Tyr Trp Leu Trp Trp He Phe 
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190 



195 



200 



205 



ctt gta ctt ggc ctg etc ctt ttc ttc aga gga ttt gtt aat tat eta 675 
Leu Val Leu Gly Leu Leu Leu Phe Phe Arg Gly Phe Val Asn Tyr Leu 
210 215 220 



aaa gtc aga aac atg tet gaa agt atg gca get get cat aga aca agg 723 
Lys Val Arg Asn Met Ser Glu Ser Met Ala Ala Ala His Arg Thr Arg 
225 230 235 

tat ttc ttc tta ttg tagagaetge ateaaeeega eattecttte ttataccaat 778 
Tyr Phe Phe Leu Leu 
240 

gtgaaattte cagateatet gtaaacetac aaetttaata gaagaetaet aataaeagaa 838 
gacaaattag tgaagaaaag acggagtttc gaaattgaat ggcagggtgg tttttgctta 898 
caageeattt etgtteattc tttaagtate tatattteat ttgttttgea catatgcata 958 
tgtgeccatt taagatattt gcatatactt gatagaaaee ataaagttgt agcagttaag 1018 



tccagteaca tttggttaat eagtgtttga tataattgaa agagttgagt ggataaacag 1078 
tcttccagct tgtaaatgcc attgacttct gacctgacat ttagtataat aaaaatgaaa 1138 
ttettaaeea tgtcaaatga tttagtttct ggetcttaga etcatetgge agttctacac 1198 
atgaaacatc ttttgttata tagggtgtat tgaaacctgc agtgctgatt attagaaagg 1258 
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atttgtcaga tttttgaaca tgatatttac attattattt aggaaaactc ttcctgtaaa 1318 
taaccatgca taacttactt tctgcaatgt tttcttagaa attgtgtcca gatagctttc 1378 
actaatttta aattaagtga actaaatata tatgtgtata tgtatacaca tatatataca 1438 
cacacacata tatatattta gaaacgtgag tgttaaagat agaatttgtt ttaggacaaa 1498 
ttttaagaaa atgtgggaat accaaatgtc ctttataaga aaaataaatt ttattttaag 1558 
ggacatacta gttttaggga ttttcagatg ggaagctgca tttttaggat tgcccatctt 1618 
aagagatctt gcaggaagag attgtattag atattatatt tatttcattt aagataattt 1678 
tcaaagttaa ttttctaaat aagataattc tcatttgtgt ttgtctttta aaaggccaat 1738 
aaaatatctt tcagtatcat tgtaataatt ttttagagtt taatttgtaa agcttagcaa 1798 
ataaaatctt gtactatgaa tagcttcttg ctttatgact ttaggattaa cttgtaaaaa 1858 
acatatcctg aactgagata tgcaaaatac tcattttcaa gttatggaaa tgtgtttgtg 1918 
gcatatagga ctgtggggtc tgtgtgtgta gtgagagtgt gtagccacta ttataactgg 1978 
aatttaattt acattcataa actactatat ttcccatctt gcaaatcatt ttatgtctca 2038 
tctgtttttc ctttcggtta tatctttggt tttgaatacc aacatttaaa atgatggtat 2098 

8 0 2001-3116643 
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tttatctttt aaacttaaaa attatttaat acagctatat ggaccttata aaattgattt 2158 

cttatttatt attagacatt actactaaaa ggtacatcta actattcagg gacatttttc 2218 

catttccaaa aaataaaatt tattatgctt tataacctct tctgtatttt ctaatttttt 2278 

cattgtcttt gataaataaa acagttttgt tttgctaata tagcct 2324 

<210>. 15 

<211> 242 
<212> PRT 

<213> Homo sapiens 

<400> 15 

Met Asp His His Gin Pro Gly Thr Gly Arg Tyr Gin Val Leu Leu Asn 
15 10 15 

Glu Glu Asp Asn Ser Glu Ser Ser Ala He Glu Gin Pro Pro Thr Ser 
20 25 30 

Asn Pro Ala Pro Gin lie Val Gin Ala Val Ser Ser Ala Pro Ala Leu 

35 40 45 

Glu Thr Asp Ser Ser Pro Pro Pro Tyr Ser Ser He Thr Val Glu Val 
50 55 60 

Pro Thr Thr Ser Asp Thr Glu Val Tyr Gly Glu Phe Tyr Pro Val Pro 
65 70 75 80 
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Pro Pro Tyr Ser Val Ala Thr Ser Leu Pro Thr Tyr Asp Glu Ala Glu 
85 90 95 

Lys Ala Lys Ala Ala Ala Met Ala Ala Ala Ala Ala Glu Thr Ser Gin 
100 105 110 

Arg He Gin Glu Glu Glu Cys Pro Pro Arg Asp Asp Phe Ser Asp Ala 
115 120 125 

Asp Gin Leu Arg Val Gly Asn Asp Gly He Phe Met Leu Ala Phe Phe 

130 135 140 

Met Ala Phe He Phe Asn Trp Leu Gly Phe Cys Leu Ser Phe Cys He 

145 150 155 160 

Thr Asn Thr He Ala Gly Arg Tyr Gly Ala He Cys Gly Phe Gly Leu 
165 170 175 

Ser Leu He Lys Trp He Leu He Val Arg Phe Ser Asp Tyr Phe Thr 
180 185 190 

Gly Tyr Phe Asn Gly Gin Tyr Trp Leu Trp Trp He Phe Leu Val Leu 
195 200 205 

Gly Leu Leu Leu Phe Phe Arg Gly Phe Val Asn Tyr Leu Lys Val Arg 

210 215 220 

Asn Met Ser Glu Ser Met Ala Ala Ala His Arg Thr Arg Tyr Phe Phe 
225 230 235 240 



8 2 
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Leu Leu 



<210> 16 
<211> 2324 
<212> DNA 

<213> Homo sapiens 

• <220> 

<221> CDS 

<222> (13).. (738) 



<400> 16 

gagccgggca gg atg gat cac cac cag ccg ggg act ggg cgc tac cag gtg 51 
Met Asp His His Gin Pro Gly Thr Gly Arg Tyr Gin Val 
1 5 10 

ctt ctt aat gaa gag gat aac tea gaa tea teg get ata gag cag eca 99 
Leu Leu Asn Glu Glu Asp Asn Ser Glu Ser Ser Ala lie Glu Gin Pro 
15 20 25 



ect act tea aac eca gca ccg cag att gtg cag get gtg tet tea gea 147 

Pro Thr Ser Asn Pro Ala Pro Gin He Val Gin Ala Val Ser Ser Ala 
30 35 40 45 

eca gea ctt gaa act gae tet tee cet eca eca tat agt agt att act 195 

Pro Ala Leu Glu Thr Asp Ser Ser Pro Pro Pro Tyr Ser Ser lie Thr 
50 55 60 
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gtg gaa gta cct aca act tea gat aca gaa gtt tac ggt gag ttt tat 243 

Val Glu Val Pro Thr Thr Ser Asp Thr Glu Val Tyr Gly Glu Phe Tyr 
65 70 75 

ccc gtg cca cct ccc tat age gtt get ace tet ett cct aca tac gat 291 
Pro Val Pro Pro Pro Tyr Ser Val Ala Thr Ser Leu Pro Thr Tyr Asp 
80 85 90 

gaa get gag aag get aaa get get gca atg gca get gca gca gca gaa 339 
Glu Ala Glu Lys Ala Lys Ala Ala Ala Met Ala Ala Ala Ala Ala Glu 
95 100 105 

aca tet caa aga att cag gag gaa gag tgt cca cca aga gat gac tte 387 

Thr Ser Gin Arg He Gin Glu Glu Glu Cys Pro Pro Arg Asp Asp Phe 
110 115 120 125 

agt gat gca gac cag etc aga gtg ggg aat gat ggc att ttc atg etg 435 

Ser Asp Ala Asp Gin Leu Arg Val Gly Asn Asp Gly He Phe Met Leu 
130 135 140 

gca ttt tte atg gca ttt att ttc aac tgg ett gga ttt tgt tta tec 483 

Ala Phe Phe Met Ala Phe He Phe Asn Trp Leu Gly Phe Cys Leu Ser 
145 150 155 

ttc tgt ate ace aat ace ata get gga agg tat ggt get ate tgc gga 531 

Phe Cys He Thr Asn Thr He Ala Gly Arg Tyr Gly Ala He Cys Gly 
160 165 170 



2001-3116643 
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ttt ggc ctt tec ttg ate aaa tgg ate ett att gte agg ttt tct gat 
Phe Gly Leu Ser Leu lie Lys Trp He Leu lie Val Arg Phe Ser Asp 

175 180 185 



579 



tat ttt aet gga tat tte aat gga eag tat tgg ctt tgg tgg ata ttt 
Tyr Phe Thr Gly Tyr Phe Asn Gly Gin Tyr Trp Leu Trp Trp He Phe 

190 195 200 205 



627 



ett gta ett ggc etg etc ctt tte tte aga gga ttt gtt aat tat eta 
Leu Val Leu Gly Leu Leu Leu Phe Phe Arg Gly Phe Val Asn Tyr Leu 

210 215 220 



675 



aaa gte aga aac atg tct gaa agt atg gca get get cat aga aca agg 723 
Lys Val Arg Asn Met Ser Glu Ser Met Ala Ala Ala His Arg Thr Arg 

225 230 235 



tat tte tte tta ttg tagagactge ateaaeccga cattcetttc ttataceaat 778 
Tyr Phe Phe Leu Leu 
240 

gtgaaatttc cagateatet gtaaaeetac aactttaata gaagactaet aataacagaa 838 



gaeaaattag tgaagaaaag acggagttte gaaattgaat ggeagggtgg tttttgctta 898 



caagecattt etgtteatte tttaagtate tatatttcat ttgttttgea eatatgeata 958 
tgtgcceatt taagatattt geatatactt gatagaaaec ataaagttgt agcagttaag 1018 



tecagteaea tttggttaat cagtgtttga tataattgaa agagttgagt ggataaaeag 1078 
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tcttccagct tgtaaatgcc attgacttct gacctgacat ttagtataat aaaaatgaaa 1138 
ttcttaacca tgtcaaatga tttagtttct ggctcttaga ctcatctggc agttctacac 1198 
atgaaacatc ttttgttata tagggtgtat tgaaacctgc agtgctgatt attagaaagg 1258 
atttgtcaga tttttgaaca tgatatttac attattattt aggaaaactc ttcctgtaaa 1318 
taaccatgca taacttactt tctgcaatgt tttcttagaa attgtgtcca gatagctttc 1378 
actaatttta aattaagtga actaaatata tatgtgtata tgtatacaca tatatataca 1438 
cacacacata tatatattta gaaacgtgag tgttaaagat agaatttgtt ttaggacaaa 1498 
ttttaagaaa atgtgggaat accaaatgtc ctttataaga aaaataaatt ttattttaag 1558 
ggacatacta gttttaggga ttttcagatg ggaagctgca tttttaggat tgcccatctt 1618 
aagagatctt gcaggaagag attgtattag atattatatt tatttcattt aagataattt 1678 
tcaaagttaa ttttctaaat aagataattc tcatttgtgt ttgtctttta aaaggccaat 1738 
aaaatatctt tcagtatcat tgtaataatt ttttagagtt taatttgtaa agcttagcaa 1798 
ataaaatctt gtactatgaa tagcttcttg ctttatgact ttaggattaa cttgtaaaaa 1858 
acatatcctg aactgagata tgcaaaatac tcattttcaa gttatggaaa tgtgtttgtg 1918 
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gcatatagga ctgtggggtc tgtgtgtgta gtgagagtgt gtagccacta ttataactgg 1978 

aatttaattt acattcataa actactatat ttcccatctt gcaaatcatt ttatgtctca 2038 

tctgtttttc ctttcggtta tatctttggt tttgaatacc aacatttaaa atgatggtat 2098 

tttatctttt aaacttaaaa attatttaat acagctatat ggaccttata aaattgattt 2158 

cttatttatt attagacatt actactaaaa ggtacatcta actattcagg gacatttttc 2218 

catttccaaa aaataaaatt tattatgctt tataacctct tctgtatttt ctaatttttt 2278 

cattgtcttt gataaataaa acagttttgt tttgctaata tagcct 2324 

<210> 17 
<211> 336 
<212> PRT 

<213> Homo sapiens 
<400> 17 

Met Ala Arg Arg Arg Ser Gin Arg Val Cys Ala Ser Gly Pro Ser Met 

15 10 15 

Leu Asn Ser Ala Arg Gly Ala Pro Glu Leu Leu Arg Gly Thr Ala Thr 
20 25 30 

Asn Ala Glu Val Ser Ala Ala Ala Ala Gly Ala Thr Gly Ser Glu Glu 
35 40 45 

8 7 miiE4f 2 0 0 1 - 3 1 1 6 6 4 3 
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Leu Pro Pro Gly Asp Arg Gly Cys Arg Asn Gly Gly Gly Arg Gly Pro 
50 55 60 

Ala Ala Thr Thr Ser Ser Thr Gly Val Ala Val Gly Ala Glu His Gly 
65 70 75 80 

Glu Asp Ser Leu Ser Arg Lys Pro Asp Pro Glu Pro Gly Arg Met Asp 
85 90 95 

His His Gin Pro Gly Thr Gly Arg Tyr Gin Val Leu Leu Asn Glu Glu 
100 105 .110 

Asp Asn Ser Glu Ser Ser Ala He Glu Gin Pro Pro Thr Ser Asn Pro 

115 120 125 

Ala Pro Gin He Val Gin Ala Val Ser Ser Ala Pro Ala Leu Glu Thr 
130 135 140 

Asp Ser Ser Pro Pro Pro Tyr Ser Ser He Thr Val Glu Val Pro Thr 
145 150 155 160 

Thr Ser Asp Thr Glu Val Tyr Gly Glu Phe Tyr Pro Val Pro Pro Pro 
165 170 175 

Tyr Ser Val Ala Thr Ser Leu Pro Thr Tyr Asp Glu Ala Glu Lys Ala 

180 185 190 



Lys Ala Ala Ala Met Ala Ala Ala Ala Ala Glu Thr Ser Gin Arg He 
195 200 205 



2001-3116643 
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Gin Gin Glu Glu Cys Pro Pro Arg Asp Asp Phe Ser Asp Ala Asp Gin 

210 215 220 

Leu Arg Val Gly Asn Asp Gly He Phe Met Leu Ala Phe Phe Met Ala 

225 230 235 240 

Phe lie Phe Asn Trp Leu Gly Phe Cys Leu Ser Phe Cys He Thr Asn 
245 250 255 

Thr He Ala Gly Arg Tyr Gly Ala He Cys Gly Phe Gly Leu Ser Leu 
260 265 270 

He Lys Trp He Leu He Val Arg Phe Ser Asp Tyr Phe Thr Gly Tyr 
275 280 285 

Phe Asn Gly Gin Tyr Trp Leu Trp Trp He Phe Leu Val Leu Gly Leu 

290 295 300 

Leu Leu Phe Phe Arg Gly Phe Val Asn Tyr Leu Lys Val Arg Asn Met 
305 310 315 320 

Ser Glu Ser Met Ala Ala Ala His Arg Thr Arg Tyr Phe Phe Leu Leu 
325 330 335 

<210> 18 
<211> 2636 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (53).. (1060) 

<400> 18 

cttacttttc catctcctcc cacccagcta taccctccca ctggcggcgc gg atg gca 58 

Met Ala 
1 

cgc egg egg age eag cga gte tge geg age ggt ceg age atg cte aat 106 
Arg Arg Arg Ser Gin Arg Val Cys Ala Ser Gly Pro Ser Met Leu Asn 

5 10 15 

age gcg egc gge gee eeg gag ctt ete ege gga aee geg ace aae geg 154 
Ser Ala Arg Gly Ala Pro Glu Leu Leu Arg Gly Thr Ala Thr Asn Ala 
20 25 30 

gag gte teg geg gee get geg gga gee aea gga agt gaa gag ctt ceg 202 
Glu Val Ser Ala Ala Ala Ala Gly Ala Thr Gly Ser Glu Glu Leu Pro 
35 40 45 50 

ceg gga gac ege gge tge agg aae gga gge gga agg gge eet geg gcg 250 
Pro Gly Asp Arg Gly Cys Arg Asn Gly Gly Gly Arg Gly Pro Ala Ala 
55 60 65 

aeg acg teg teg acg ggg gtg gee gtg gga get gag cae gga gaa gae 298 
Thr Thr Ser Ser Thr Gly Val Ala Val Gly Ala Glu His Gly Glu Asp 
70 75 80 
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tec etc tct egg aag ecg gat eee gag ccg ggc agg atg gat cac eae 346 

Ser Leu Ser Arg Lys Pro Asp Pro Glu Pro Gly Arg Met Asp His His 
85 90 95 

cag ccg ggg act ggg cgc tac eag gtg ett ctt aat gaa gag gat aac 394 

Gin Pro Gly Thr Gly Arg Tyr Gin Val Leu Leu Asn Glu Glu Asp Asn 
100 105 110 

tea gaa tea tcg get ata gag cag cea cet act tea aac cea gea ccg 442 

Ser Glu Ser Ser Ala lie Glu Gin Pro Pro Thr Ser Asn Pro Ala Pro 

115 120 125 130 

cag att gtg cag get gtg tct tea gea cea gea ett gaa act gae tct 490 

Gin He Val Gin Ala Val Ser Ser Ala Pro Ala Leu Glu Thr Asp Ser 
135 140 145 

tec cet cea cea tat agt agt att act gtg gaa gta ect aca act tea 538 

Ser Pro Pro Pro Tyr Ser Ser He Thr Val Glu Val Pro Thr Thr Ser 
150 155 160 

gat aca gaa gtt tac ggt gag ttt tat ccc gtg cea cet ccc tat age 586 

Asp Thr Glu Val Tyr Gly Glu Phe Tyr Pro Val Pro Pro Pro Tyr Ser 
165 170 175 

gtt get ace tct ctt ect aca tac gat gaa get gag aag get aaa get 634 

Val Ala Thr Ser Leu Pro Thr Tyr Asp Glu Ala Glu Lys Ala Lys Ala 
180 185 190 
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get gca atg gca get gca gca gca gaa aca tct caa aga att cag gag 682 
Ala Ala Met Ala Ala Ala Ala Ala Glu Thr Ser Gin Arg lie Gin Glu 

195 200 205 210 



gaa gag tgt cca cca aga gat gac ttc agt gat gca gac cag etc aga 730 
Glu Glu Cys Pro Pro Arg Asp Asp Phe Ser Asp Ala Asp Gin Leu Arg 

215 220 225 



gtg ggg aat gat gge att ttc atg etg gca ttt ttc atg gea ttt att 778 

^ Val Gly Asn Asp Gly He Phe Met Leu Ala Phe Phe Met Ala Phe He 

230 235 240 

ttc aac tgg ctt gga ttt tgt tta tee ttc tgt ate ace aat ace ata 826 

Phe Asn Trp Leu Gly Phe Cys Leu Ser Phe Cys He Thr Asn Thr He 
245 250 255 

get gga agg tat ggt get ate tgc gga ttt gge ctt tee ttg ate aaa 874 

Ala Gly Arg Tyr Gly Ala He Cys Gly Phe Gly Leu Ser Leu He Lys 
260 265 270 

# 

tgg ate ctt att gtc agg ttt tct gat tat ttt act gga tat ttc aat 922 

Trp He Leu He Val Arg Phe Ser Asp Tyr Phe Thr Gly Tyr Phe Asn 
275 280 285 290 



gga cag tat tgg ctt tgg tgg ata ttt ctt gta ctt gge etg etc ctt 970 

Gly Gin Tyr Trp Leu Trp Trp He Phe Leu Val Leu Gly Leu Leu Leu 
295 300 305 



ttc ttc aga gga ttt gtt aat tat eta aaa gtc aga aac atg tct gaa 1018 



ffi$E# 2001-3116643 



#2 000 — 4 02288 

Phe Phe Arg Gly Phe Val Asn Tyr Leu Lys Val Arg Asn Met Ser Glu 
310 315 320 

agt atg gca get get eat aga aea agg tat ttc ttc tta ttg 1060 
Ser Met Ala Ala Ala His Arg Thr Arg Tyr Phe Phe Leu Leu 

325 330 335 

tagagactge ateaaeeega cattccttte ttataeeaat gtgaaatttc cagateatet 1120 
gtaaaectac aaetttaata gaagactact aataacagaa gacaaattag tgaagaaaag 1180 
aeggagttte gaaattgaat ggcagggtgg tttttgetta caagccattt etgtteatte 1240 
tttaagtate tatattteat ttgttttgca catatgcata tgtgcceatt taagatattt 1300 
geatataett gatagaaacc ataaagttgt agcagttaag tccagtcaca tttggttaat 1360 
eagtgtttga tataattgaa agagttgagt ggataaacag tcttccagct tgtaaatgcc 1420 
attgacttct gacetgaeat ttagtataat aaaaatgaaa ttcttaaeca tgtcaaatga 1480 
tttagtttct ggctcttaga ctcatctggc agttctacac atgaaacatc ttttgttata 1540 
taaggtgtat tgaaaeetge agtgetgatt attagaaagg atttgtcaga tttttgaaea 1600 
tgatatttac attattattt aggaaaactc ttcctgtaaa taaceatgca taacttactt 1660 
tctgeaatgt tttcttagaa attgtgtcca gatagettte actaatttta aattaagtga 1720 
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actaaatata tatgtgtata tgtatacaca tatatataca cacacacata tatatattta 1780 

gaaacgtgag tgttaaagat agaatttgtt ttaggacaaa ttttaagaaa atgtgggaat 1840 

accaaatgtc ctttataaga aaaataaatt ttgttttaag ggacatacca gttttaggga 1900 

ttttcagatg ggaagctgca tttttaggat tgcccatctt aagagatctt gcaggaagag 1960 

attgtattag atattatatt tatttcattt aagataattt tcaaagttaa ttttctaaat 2020 

aagataattc tcatttgtgt ttgtctttta aaaggccaat aaaatatctt tcagtatcat 2080 

tgtaataatt ttttagagtt taatttgtaa agcttagcaa ataaaatctt gtactatgaa 2140 

tagcttcttg ctttatgact ttaggattaa cttgtaaaaa acatatcctg aactgagata 2200 

tgcaaaatac tcattttcaa gttatggaaa tgtgtttgtg gcatatagga ctgtggggtc 2260 

tgtgtgtgta gtgagagtgt gtagccacta ttataactgg aatttaattt acattcataa 2320 

actactatat ttcccatctt gcaaatcatt ttatgtctca tctgtttttc ctttcggtta 2380 

tatctttggt tttgaatacc aacatttaaa atgatggtat tttatctttt aaacttaaaa 2440 

attatttaat acagctatat ggaccttata aaattgattt cttatttatt attagacatt 2500 

actactaaaa ggtacatcta actattcagg gacatttttc catttccaaa aaataaaatt 2560 

tattatgctt tataacctct tctgtatttt ctaatttttt cattgtcttt gataaataaa 2620 
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acagttttgt tttgct 2636 

<210> 19 
<211> 336 
<212> PRT 

<213> Homo sapiens 
<400> 19 

Met Ala Arg Arg Arg Ser Gin Arg Val Cys Ala Ser Gly Pro Ser Met 
15 10 15 

Leu Asn Ser Ala Arg Gly Ala Pro Glu Leu Leu Arg Gly Thr Ala Thr 

20 25 30 

Asn Ala Glu Val Ser Ala Ala Ala Ala Gly Ala Thr Gly Ser Glu Glu 

35 40 45 

Leu Pro Pro Gly Asp Arg Gly Cys Arg Asn Gly Gly Gly Arg Gly Pro 
50 55 60 

Ala Ala Thr Thr Ser Ser Thr Gly Val Ala Val Gly Ala Glu His Gly 
65 70 75 80 

Glu Asp Ser Leu Ser Arg Lys Pro Asp Pro Glu Pro Gly Arg Met Asp 
85 90 95 

His His Gin Pro Gly Thr Gly Arg Tyr Gin Val Leu Leu Asn Glu Glu 
100 105 110 
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Asp Asn Ser Glu Ser Ser Ala He Glu Gin Pro Pro Thr Ser Asn Pro 
115 120 125 

Ala Pro Gin He Val Gin Ala Ala Ser Ser Ala Pro Ala Leu Glu Thr 
130 135 140 

Asp Ser Ser Pro Pro Pro Tyr Ser Ser He Thr Val Glu Val Pro Thr 
145 150 155 160 

Thr Ser Asp Thr Glu Val Tyr Gly Glu Phe Tyr Pro Val Pro Pro Pro 
165 170 175 

Tyr Ser Val Ala Thr Ser Leu Pro Thr Tyr Asp Glu Ala Glu Lys Ala 
180 185 190 

Lys Ala Ala Ala Met Ala Ala Ala Ala Ala Glu Thr Ser Gin Arg He 

195 200 205 

Gin Glu Glu Glu Cys Pro Pro Arg Asp Asp Phe Ser Asp Ala Asp Gin 
210 215 220 

Leu Arg Val Gly Asn Asp Gly He Phe Met Leu Ala Phe Phe Met Ala 
225 230 235 240 

Phe He Phe Asn Trp Leu Gly Phe Cys Leu Ser Phe Cys He Thr Asn 
245 250 255 



Thr He Ala Gly Arg Tyr Gly Ala He Cys Gly Phe Gly Leu Ser Leu 
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260 265 270 

He Lys Trp lie Leu lie Val Arg Phe Ser Asp Tyr Phe Thr Gly Tyr 
275 280 285 

Phe Asn Gly Gin Tyr Trp Leu Trp Trp He Phe Leu Val Leu Gly Leu 

290 295 300 

Leu Leu Phe Phe Arg Gly Phe Val Asn Tyr Leu Lys Val Arg Asn Met 

305 310 315 320 

Ser Glu Ser Met Ala Ala Ala His Arg Thr Arg Tyr Phe Phe Leu Leu 

325 330 . 335 

<210> 20 
<211> 2636 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (53).. (1060) 
<400> 20 

cttacttttc catctcctcc cacccagcta taccctccca ctggcggcgc gg atg gca 58 

Met Ala 
1 

cgc egg egg age cag cga gtc tgc gcg age ggt ccg age atg etc aat 106 
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Arg Arg Arg Ser Gin Arg Val Cys Ala Set Gly Pro Ser Met Leu Asn 

5 10 15 

age gcg cgc ggc gcc ccg gag ctt etc cgc gga acc gcg acc aac gcg 154 

Ser Ala Arg Gly Ala Pro Glu Leu Leu Arg Gly Thr Ala Thr Asn Ala 

20 25 30 

gag gtc tcg gcg gcc get gcg gga gcc aca gga agt gaa gag ctt ccg 202 

Glu Val Ser Ala Ala Ala Ala Gly Ala Thr Gly Ser Glu Glu Leu Pro 

35 40 45 50 



ccg gga gac Cgc ggc tgc agg aac gga ggc gga agg ggc cct gcg gcg 
Pro Gly Asp Arg Gly Cys Arg Asn Gly Gly Gly Arg Gly Pro Ala Ala 
55 60 65 



250 



acg acg tcg tcg acg ggg gtg gcc gtg gga get gag cac gga gaa gac 
Thr Thr Ser Ser Thr Gly Val Ala Val Gly Ala Glu His Gly Glu Asp 

70 75 80 



298 



tec etc tet egg aag ccg gat cec gag ccg ggc agg atg gat cac cac 
Ser Leu Ser Arg Lys Pro Asp Pro Glu Pro Gly Arg Met Asp His His 

85 90 95 



346 



eag ccg ggg act ggg cgc tac cag gtg ctt ctt aat gaa gag gat aac 394 

Gin Pro Gly Thr Gly Arg Tyr Gin Val Leu Leu Asn Glu Glu Asp Asn 

100 105 110 

tea gaa tea tcg get ata gag eag eca cct act tea aac cea gca ccg 442 

Ser Glu Ser Ser Ala He Glu Gin Pro Pro Thr Ser Asn Pro Ala Pro 



mii#2 001-3116643 



#2000—402288 
115 120 125 130 

cag att gtg cag get gcg tct tea gca cca gca ctt gaa aet gac tot 490 
Gin lie Val Gin Ala Ala Ser Ser Ala Fro Ala Leu Glu Thr Asp Ser 
135 140 145 

tee ect cca cca tat agt agt att act gtg gaa gta ect aca aet tea 538 
Ser Pro Pro Pro Tyr Ser Ser He Thr Val Glu Val Pro Thr Thr Ser 
150 155 160 

gat aca gaa gtt tac ggt gag ttt tat ccc gtg cca ect cec tat age 586 
Asp Thr Glu Val Tyr Gly Glu Phe Tyr Pro Val Pro Pro Pro Tyr Ser 
165 170 175 

gtt get ace tct ctt ect aca tac gat gaa get gag aag get aaa get 634 
Val Ala Thr Ser Leu Pro Thr Tyr Asp Glu Ala Glu Lys Ala Lys Ala 
180 185 190 

get gca atg gca get gca gca gca gaa aca tct caa aga att cag gag 682 
Ala Ala Met Ala Ala Ala Ala Ala Glu Thr Ser Gin Arg He Gin Glu 
195 200 205 210 

gaa gag tgt cca cca aga gat gac tte agt gat gca gac cag etc aga 730 
Glu Glu Cys Pro Pro Arg Asp Asp Phe Ser Asp Ala Asp Gin Leu Arg 
215 220 225 

gtg ggg aat gat ggc att tte atg etg gca ttt tte atg gca ttt att 778 
Val Gly Asn Asp Gly He Phe Met Leu Ala Phe Phe Met Ala Phe He 
230 235 240 
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ttc aac tgg ctt gga ttt tgt tta tec ttc tgt ate acc aat acc ata 826 

Phe Asn Trp Leu Gly Phe Cys Leu Set Phe Cys He Thr Asn Thr lie 
245 250 255 

get gga agg tat ggt get ate tge gga ttt gge ett tee ttg ate aaa 874 

Ala Gly Arg Tyr Gly Ala He Cys Gly Phe Gly Leu Ser Leu He Lys 
260 265 270 

tgg ate ett att gtc agg ttt tet gat tat ttt aet gga tat tte aat 922 
Trp He Leu He Val Arg Phe Ser Asp Tyr Phe Thr Gly Tyr Phe Asn 
275 280 285 290 

gga cag tat tgg ctt tgg tgg ata ttt ett gta ett ggc ctg etc ett 970 
Gly Gin Tyr Trp Leu Trp Trp He Phe Leu Val Leu Gly Leu Leu Leu 
295 300 305 

ttc ttc aga gga ttt gtt aat tat eta aaa gtc aga aac atg tct gaa 1018 
Phe Phe Arg Gly Phe Val Asn Tyr Leu Lys Val Arg Asn Met Ser Glu 
310 315 320 

agt atg gca got get cat aga aca agg tat ttc ttc tta ttg 1060 
Ser Met Ala Ala Ala His Arg Thr Arg Tyr Phe Phe Leu Leu 
325 330 335 

tagagactgc ateaaeccga cattccttte ttataccaat gtgaaattte cagateatet 1120 

gtaaaeetac aaetttaata gaagaetact aataacagaa gaeaaattag tgaagaaaag 1180 
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acggagtttc gaaattgaat ggcagggtgg tttttgctta caagccattt ctgttcattc 1240 

tttaagtatc tatatttcat ttgttttgca catatgcata tgtgcccatt taagatattt 1300 

gcatatactt gatagaaacc ataaagttgt agcagttaag tccagtcaca tttggttaat 1360 

cagtgtttga tataattgaa agagttgagt ggataaacag tcttccagct tgtaaatgcc 1420 

attgacttct gacctgacat ttagtataat aaaaatgaaa ttcttaacca tgtcaaatga 1480 

tttagtttct ggctcttaga ctcatctggc agttctacac atgaaacatc ttttgttata 1540 

taaggtgtat tgaaacctgc agtgctgatt attagaaagg atttgtcaga tttttgaaca 1600 

tgatatttac attattattt aggaaaactc ttcctgtaaa taaccatgca taacttactt 1660 

tctgcaatgt tttcttagaa attgtgtcca gatagctttc actaatttta aattaagtga 1720 

actaaatata tatgtgtata tgtatacaca tatatataca cacacacata tatatattta 1780 

gaaacgtgag tgttaaagat agaatttgtt ttaggacaaa ttttaagaaa atgtgggaat 1840 

accaaatgtc ctttataaga aaaataaatt ttgttttaag ggacatacca gttttaggga 1900 

ttttcagatg ggaagctgca tttttaggat tgcccatctt aagagatctt gcaggaagag 1960 

attgtattag atattatatt tatttcattt aagataattt tcaaagttaa ttttctaaat 2020 

aagataattc tcatttgtgt ttgtctttta aaaggccaat aaaatatctt tcagtatcat 2080 
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tgtaataatt ttttagagtt taatttgtaa agcttagcaa ataaaatctt gtactatgaa 2140 

tagcttcttg ctttatgact ttaggattaa cttgtaaaaa acatatcctg aactgagata 2200 

tgcaaaatac tcattttcaa gttatggaaa tgtgtttgtg gcatatagga ctgtggggtc 2260 

tgtgtgtgta gtgagagtgt gtagccacta ttataactgg aatttaattt acattcataa 2320 

actactatat ttcccatctt gcaaatcatt ttatgtctca tctgtttttc ctttcggtta 2380 

tatctttggt tttgaatacc aacatttaaa atgatggtat tttatctttt aaacttaaaa 2440 

attatttaat acagctatat ggaccttata aaattgattt cttatttatt attagacatt 2500 

actactaaaa ggtacatcta actattcagg gacatttttc catttccaaa aaataaaatt 2560 

tattatgctt tataacctct tctgtatttt ctaatttttt cattgtcttt gataaataaa 2620 

acagttttgt tttgct 2636 

<210> 21 
<211> 76 
<212> PRT 

<213> Homo sapiens 
<400> 21 

Met Val Cys lie Pro Cys He Val lie Pro Val Leu Leu Trp lie Tyr 
15 10 15 
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Lys Lys Phe Leu Glu Pro Tyr He Tyr Pro Leu Val Ser Pro Phe Val 

20 25 30 

Ser Arg He Trp Pro Lys Lys Ala He Gin Glu Ser Asn Asp Thr Asn 
35 40 45 

Lys Gly Lys Val Asn Phe Lys Gly Ala Asp Met Asn Gly Leu Pro Thr 
50 55 60 

Lys Gly Pro Thr Glu He Cys Asp Lys Lys Lys Asp 
65 70 75 

<210> 22 
<211> 1085 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (176).. (403) 

<400> 22 

gggctagcgg cctgggttgg gctttgtagc tgctccgcag gcccagcccg ggccgcgctc 60 

gcagagtcct aggcggtgcg cggcctcctg cctcctccct cctcggcggt cgcggcccgc 120 

cggcctccgc ggtgcctgcc ttcgctctca ggttgaggag ctcaagcttg ggaaa atg 178 

Met 



10 3 
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gtg tgc att cct tgt ate gtc att cca gtt ctg etc tgg ate tae aaa 226 
Val Cys He Pro Cys He Val He Pro Val Leu Leu Trp He Tyr Lys 
5 10 15 



aaa tte ctg gag cca tat ata tae eet ctg gtt tec cec ttc gtt agt 274 

Lys Phe Leu Glu Pro Tyr He Tyr Pro Leu Val Ser Pro Phe Val Ser 

20 25 30 

egt ata tgg cct aag aaa gca ata caa gaa tee aat gat aca aac aaa 322 

Arg He Trp Pro Lys Lys Ala He Gin Glu Ser Asn Asp Thr Asn Lys 

35 40 45 



ggc aaa gta aac ttt aag ggt gca gac atg aat gga tta cca aca aaa 370 
Gly Lys Val Asn Phe Lys Gly Ala Asp Met Asn Gly Leu Pro Thr Lys 
50 55 60 65 



gga cca aca gaa ate tgt gat aaa aag aaa gac taaagaaatt ttectaaagg 423 
Gly Pro Thr Glu He Cys Asp Lys Lys Lys Asp 
70 75 



aceccatcat ttaaaaaatg gacetgataa tatgaagcat ettecttgta attgtetctg 483 



acctttttat ctgagaccgg aattcaggat aggagtctag atatttaect gatactaatc 543 



aggaaatata tgatatecgt atttaaaatg tagttagtta tatttaatga ectcattect 603 
aagttccttt ttcgttaatg tagctttcat ttetgttatt gctgtttgaa taatatgatt 663 



10 4 
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aaatagaagg tttgtgccag tagacattat gttactaaat cagcacttta aaatctttgg 723 

ttctctaatt catatgaatt tgctgtttgc tctaatttct ttgggctctt ctaatttgag 783 

tggagtacaa ttttgttgtg aaacagtcca gtgaaactgt gcagggaaat gaaggtagaa 843 

ttttgggagg taataatgat gtgaaacata aagatttaat aattactgtc caacacagtg 903 

gagcagcttg tccacaaata tagtaattac tatttattgc tctaaggaag attaaaaaaa 963 

gatagggaaa agggggaaac ttctttgaaa aatgaaacat ctgttacatt aatgtctaat 1023 

tataaaattt taatccttac tgcatttctt ctgttcctac aaatgtatta aacattcagt 1083 

tt 1085 

<210> 23 
<211> 84 
<212> PRT 

<213> Homo sapiens 
<400> 23 

Met Ala He Lys Phe Leu Glu Val lie Lys Pro Phe Cys Val He Leu 

15 10 15 

Pro Glu He Gin Lys Pro Glu Arg Lys He Gin Phe Lys Glu Lys Val 
20 25 30 
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Leu Trp Thr Ala He Thr Leu Phe He Phe Leu Val Cys Cys Gin He 
35 40 45 

Pro Leu Phe Gly He Met Ser Ser Asp Ser Ala Asp Pro Phe Tyr Trp 
50 55 60 

Met Arg Val He Leu Ala Ser Asn Arg Gly Thr Leu Met Glu His Ser 
65 70 75 80 

Leu Ser Gly Leu 



<210> 24 

<211> 1593 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (65).. (316) 

<400> 24 

agcgtcgcct cacgcggagc agagctgagc tgaagcggga cccggagccc gagcagccgc 60 

cgcc atg gca ate aaa ttt ctg gaa gtc ate aag ccc ttc tgt gtc ate 109 
Met Ala He Lys Phe Leu Glu Val He Lys Pro Phe Cys Val He 
15 10 15 



ctg ccg gaa att eag aag cca gag agg aag att eag ttt aag gag aaa 157 
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Leu Pro Glu He Gin Lys Pro Glu Arg Lys He Gin Phe Lys Glu Lys 
20 25 30 

gtg ctg tgg acc get ate aec etc ttt ate tte tta gtg tge tge eag 205 
Val Leu Trp Thr Ala He Thr Leu Phe He Phe Leu Val Cys Cys Gin 
35 40 45 

att eec ctg ttt ggg ate atg tct tea gat tea get gac cet tte tat 253 
He Pro Leu Phe Gly He Met Ser Ser Asp Ser Ala Asp Pro Phe Tyr 

50 55 60 

tgg atg aga gtg att eta gee tct aac aga gge aca ttg atg gag eac 301 
Trp Met Arg Val He Leu Ala Ser Asn Arg Gly Thr Leu Met Glu His 

65 70 75 

tct etc tct gge ett tagggagtee ectcttagga eaggcactgc ceagcagcaa 356 
Ser Leu Ser Gly Leu 

80 

gggcagcaga gttgggtgct aagatcetga ggagctegag gtttcgagct ggctttagae 416 
attggtggga ccaaggatgt tttgcaggat gecctgatcc taagaagggg gcctgggggt 476 
gcgtgcagcc tgteggggag aceccactet gtgcaeetat tggetcttet agetgaetet 536 
tetcgttggg ettagagtct gcctgtttct gctagcteeg tgtttagtee acttgggtca 596 
teagctctgc caagctgagc ctggceaagc taggtggaca gaeccttgca gtgatgtccg 656 



10 7 
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tttgtccaga ttctgccagt catcactgga cacgtctcct cgcagctgcc ctagcaaggg 716 

gagacattgt ggtagctatc agacatggac agaaactgac ttagtgctca caagccccta 776 

caccttctgg gctgaagatc acccagctgt gttcagaatt ttcttactgt gcttaggact 836 

gcacgcaagt gagcagacac caccgacttc ctttctgcgt caccagtgtc gtcagcagag 896 

agaggacagc acaggctcaa ggttggtagt gaagtcaggt tcggggtgca tgggctgtgg 956 

tggtggtgat cagttgctcc agtgtttgaa ataagaagac tcatgtttat gtctggaata 1016 

agttctgttt gtgctgacag gtgaccttgc tggcagtgct agccaggaaa cagagtgacc 1076 

aagggacaag aagggacttg cctaaagcca cccagcaact cagcagcaga accaagatgg 1136 

gccccaggct cctccatatg gcccagggct taccacccta tcacacgtgg ccttgtctag 1196 

acccagtcct gagcagggga gaggctcttg agacctgatg ccctcctacc cacatggttc 1256 

tcccactgcc ctgtctgctc tgctgctaca gaggggcagg gcctccccca gcccacgctt 1316 

aggaatgctt ggcctctggc aggcaggcag ctgtacccaa gctggtgggc agggggctgg 1376 

aaggcaccag gcctcaggag gagccccata gtcccgcctg cagcctgtaa ccatcggctg 1436 

ggccctgcaa ggcccacact cacgccctgt gggtgatggt cacggtgggt gggtgggggc 1496 

tgaccccagc ttccagggga ctgtcactgt ggacgccaaa atggcataac tgagataagg 1556 
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tgaataagtg acaaataaag ccagtttttt acaaggt 1593 

<210> 25 
<211> 179 
<212> PRT 

<213> Homo sapiens 
<400> 25 

Met Ala He Lys Phe Leu Glu Val lie Lys Pro Phe Cys Val He Leu 
15 10 15 

Pro Glu He Gin Lys Pro Glu Arg Lys He Gin Phe Lys Glu Lys Val 

20 25 30 

Leu Trp Thr Ala He Thr Leu Phe He Phe Leu Val Cys Cys Gin He 
35 40 45 

Pro Leu Phe Gly He Met Ser Ser Asp Ser Ala Asp Pro Val His Ala 
50 55 60 

Val Val Tyr He Val Phe Met Leu Gly Ser Cys Ala Phe Phe Ser Lys 
65 70 75 80 

Thr Trp He Glu Val Ser Gly Ser Ser Ala Lys Asp Val Ala Lys Gin 
85 90 95 

Leu Lys Glu Gin Gin Met Val Met Arg Gly His Arg Glu Thr Ser Met 
100 105 110 
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Val. His Glu Leu Asn Arg Tyr lie Pro Thr Ala Ala Ala Phe Gly Gly 

115 120 125 

Leu Cys He Gly Ala Leu Ser Val Leu Ala Asp Phe Leu Gly Ala He 
130 135 140 

Gly Ser Gly Thr Gly He Leu Leu Ala Val Thr He He Tyr Gin Tyr 
145 150 155 160 

Phe Glu He Phe Val Lys Glu Gin Ser Glu Val Gly Ser Met Gly Ala 
165 170 175 



Leu Leu Phe 



<210> 26 
<211> 1820 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (114).. (650) 

<400> 26 

gtgtctctcg gcggagctgc tgtgcagtgg aacgcgctgg gccgcgggca gcgtcacctc 60 



acgcggagca gagctgagct gaagcgggac ccggagcccg agcagccgcc gcc atg 116 

110 ai!iE#2 0 0 1 - 3 1 1 6 6 4 3 



4#2000 — 4 02288 



Met 
1 



gca ate aaa ttt ctg gaa gtc ate aag ccc ttc tgt gtc ate ctg ccg 164 
Ala He Lys Phe Leu Glu Val He Lys Pro Phe Cys Val He Leu Pro 
5 10 15 

gaa att cag aag cca gag agg aag att cag ttt aag gag aaa gtg ctg 212 
Glu He Gin Lys Pro Glu Arg Lys He Gin Phe Lys Glu Lys Val Leu 
20 25 30 

tgg acc get ate aee ete ttt ate tte tta gtg tgc tge eag att eee 260 
Trp Thr Ala He Thr Leu Phe He Phe Leu Val Cys Cys Gin He Pro 
35 40 45 

ctg ttt ggg ate atg tct tea gat tea get gae eeg gtc eat gea gtt 308 
Leu Phe Gly He Net Ser Ser Asp Ser Ala Asp Pro Val His Ala Val 

50 55 60 65 

gta tae ata gtg tte atg ctg ggc tec tgt gea tte ttc tec aaa acg 356 
Val Tyr He Val Phe Met Leu Gly Ser Cys Ala Phe Phe Ser Lys Thr 
70 75 80 

tgg att gag gtc tea ggt tee tct gee aaa gat gtt gea aag eag ctg 404 
Trp He Glu Val Ser Gly Ser Ser Ala Lys Asp Val Ala Lys Gin Leu 

85 90 95 

aag gag cag eag atg gtg atg aga ggc cae ega gag acc tec atg gtc 452 
Lys Glu Gin Gin Met Val Met Arg Gly His Arg Glu Thr Ser Met Val 



111 
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100 105 110 

cat gaa etc aac egg tac ate cec aca gee gcg gee ttt ggt ggg ctg 500 
His Glu Leu Asn Arg Tyr He Pro Thr Ala Ala Ala Phe Gly Gly Leu 
115 120 125 

tgc ate ggg gee etc tcg gte ctg get gac ttc eta ggc gee att ggg 548 
Cys He Gly Ala Leu Ser Val Leu Ala Asp Phe Leu Gly Ala He Gly 
130 135 140 145 

tct gga ace ggg ate ctg etc gca gtc aca ate ate tac cag tac ttt 596 
Ser Gly Thr Gly He Leu Leu Ala Val Thr He He Tyr Gin Tyr Phe 
150 155 160 

gag ate ttc gtt aag gag caa age gag gtt ggc age atg ggg gee ctg 644 
Glu He Phe Val Lys Glu Gin Ser Glu Val Gly Ser Met Gly Ala Leu 
165 170 175 

etc ttc tgagcccgtc teecggacag gttgaggaag ctgctccaga agcgcctcgg 700 
Leu Phe 

aaggggaget eteatcatgg cgcgtgctgc tgcggcatat ggacttttaa taatgttttt 760 
gaatttcgta ttctttcatt ecactgtgta aagtgctaga cattttccaa tttaaaattt 820 
tgctttttat cctggeaetg gcaaaaagaa etgtgaaagt gaatttattc agccgaetgc 880 
cagagaagtg ggaatggtat aggattgtec ccaagtgtce atgtaacttt tgttttaacc 940 



112 
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tttgcacctt ctcagtgctg tatgcggctg cagccgtctc acctgtttcc ccacaaaggg 1000 

aatttctcac tctggttgga agcacaaaca ctgaaatgtc tacgtttcat tttggcagta 1060 

gggtgtgaag ctgggagcag atcatgtatt tcccggagac atgggacctt gctggcatgt 1120 

ctccttcaca atcaggcgtg ggaatatctg gcttaggact gtttctctct aagacaccat 1180 

tgttttccct tattttaaaa gtgatttttt taaggacaga acttcttcca aaagagaggg 1240 

atggctttcc cagaagacac tctggagacc ttgctggcag tgctagccag gaaacagagt 1300 

gaccaaggga caagaaggga cttgcctaaa gccacccagc aactcagcag cagaaccaag 1360 

atgggcccca ggctcctcca tatggcccag ggcttaccac cctatcacac gtggccttgt 1420 

ctagacccag tcctgagcag gggagaggct cttgagacct gatgccctcc tacccacatg 1480 

gttctcccac tgccctgtct gctctgctgc tacar agggg cagggcctcc cccagcccac 1540 

gcttaggaat gcttggcctc tggcaggcag gcagctgtac ccaagctggt gggcaggggg 1600 

ctggaaggca ccaggcctca ggaggagccc catagtcccg cctgcagcct gtaaccatcg 1660 

gctgggccct gcaaggccca cactcacgcc ctgtgggtga tggtcacggt gggtgggtgg 1720 

gggctgaccc cagcttccag gggactgtca ctgtggacgc caaaatggca taactsasat 1780 

aaggtgaata agtgacaaat aaagccagtt ttttacaagg 1820 

113 2001-3116643 
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<210> 27 
<211> 279 
<212> PRT 

<213> Homo sapiens 

<400> 27 

Met Glu Ala Val Val Asn Leu Tyr Gin Glu Val Met Lys His Ala Asp 
15 10 15 

Pro Arg He Gin Gly Tyr Pro Leu Met Gly Ser Pro Leu Leu Met Thr 
20 25 30 

Ser Me Leu Leu Thr Tyr Val Tyr Phe Val Leu Ser Leu Gly Pro Arg 

35 40 45 

He Met Ala Asn Arg Lys Pro Phe Gin Leu Arg Gly Phe Met He Val 
50 55 60 

Tyr Asn Phe Ser Leu Val Ala Leu Ser Leu Tyr He Val Tyr Glu Phe 

65 70 . 75 80 

Leu Met Ser Gly Trp Leu Ser Thr Tyr Thr Trp Arg Cys Asp Pro Val 
85 90 95 

Asp Tyr Ser Asn Ser Pro Glu Ala Leu Arg Met Val Arg Val Ala Trp 
100 105 110 

Leu Phe Leu Phe Ser Lys Phe He Glu Leu Met Asp Thr Val He Phe 
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115 120 125 

He Leu Arg Lys Lys Asp Gly Gin Val Thr Phe Leu His Val Phe His 
130 135 140 

His Ser Val Leu Pro Trp Ser Trp Trp Trp Gly Val Lys He Ala Pro 

145 150 155 160 

Gly Gly Met Gly Ser Phe His Ala Net He Asn Ser Ser Val His Val 
165 170 175 

He Met Tyr Leu Tyr Tyr Gly Leu Ser Ala Phe Gly Pro Val Ala Gin 
180 185 190 

Pro Tyr Leu Trp Trp Lys Lys His Met Thr Ala He Gin Leu He Gin 
195 200 205 

Phe Val Leu Val Ser Leu His He Ser Gin Tyr Tyr Phe Met Ser Ser 
210 215 220 

Cys Asn Tyr Gin Tyr Pro Val He He His Leu He Trp Met Tyr Gly 

225 230 235 240 

Thr He Phe Phe Met Leu Phe Ser Asn Phe Trp Tyr His Ser Tyr Thr 

245 250 255 

Lys Gly Lys Arg Leu Pro Arg Ala Leu Gin Gin Asn Gly Ala Pro Gly 
260 265 270 



115 
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He Ala Lys Val Lys Ala Asn 
275 

<210> 28 
<211> 1472 
<212> DNA 

<213> Homo sapiens 

<220> 
• <221> CDS 

<222> (119).. (955) 

<400> 28 

gcccagcaga tgaggaagtg gcaggcaggc aggctggccc cggggacttc tctctggccc 80 

tgctccctcc gagcgctccg ccgttgcccg cctggcccct acggagtcct tagccagg 118 

atg gag get gtt gtg aac ttg tac caa gag gtg atg aag cac gca gat 166 
Met Glu Ala Val Val Asn Leu Tyr Gin Glu Val Met Lys His Ala Asp 
^ 1 5 10 15 

ccc egg ate eag gge tac cct ctg atg ggg tec cec ttg eta atg ace 214 
Pro Arg He Gin Gly Tyr Pro Leu Met Gly Ser Pro Leu Leu Met Thr 



tee att cte ctg ace tac gtg tae ttc gtt etc tea ett ggg eet ege 262 
Ser He Leu Leu Thr Tyr Val Tyr Phe Val Leu Ser Leu Gly Pro Arg 



20 



25 



30 



35 



40 



45 
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ate atg get aat egg aag ccc ttc eag etc egt gge ttc atg att gte 310 
He Met Ala Asn Arg Lys Pro Phe Gin Leu Arg Gly Phe Met He Val 
50 55 60 

tac aac ttc tea etg gtg gea ete tee ete tac att gte tat gag tte 358 
Tyr Asn Phe Ser Leu Val Ala Leu Ser Leu Tyr He Val Tyr Glu Phe 

65 70 75 80 

etg atg teg gge tgg etg age aee tat aee tgg ege tgt gae eet gtg 406 
Leu Met Ser Gly Trp Leu Ser Thr Tyr Thr Trp Arg Cys Asp Pro Val 
85 90 95 

gae tat tee aae age eet gag gea ett agg atg gtt egg gtg gee tgg 454 

Asp Tyr Ser Asn Ser Pro Glu Ala Leu Arg Met Val Arg Val Ala Trp 
100 105 110 

ete tte ete tte tee aag tte att gag etg atg gae aea gtg ate ttt 502 

Leu Phe Leu Phe Ser Lys Phe lie Glu Leu Met Asp Thr Val He Phe 
115 120 125 

att ete cga aag aaa gae ggg eag gtg ace ttc eta eat gte tte eat 550 

He Leu Arg Lys Lys Asp Gly Gin Val Thr Phe Leu His Val Phe His 
130 135 140 

cac tet gtg ett ccc tgg age tgg tgg tgg ggg gta aag att gee ccg 598 

His Ser Val Leu Pro Trp Ser Trp Trp Trp Gly Val Lys He Ala Pro 
145 150 155 160 

gga gga atg gge tet tte eat gee atg ata aac tet tec gtg cat gte 646 
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Gly Gly Met Gly Ser Phe His Ala Met He Asn Ser Ser Val His Val 
165 170 175 

ata atg tac ctg tac tac gga tta tct gcc ttt ggc cct gtg gca caa 694 
He Met Tyr Leu Tyr Tyr Gly Leu Ser Ala Phe Gly Pro Val Ala Gin 
180 185 190 

ccc tac ctt tgg tgg aaa aag cac atg aca gcc att cag ctg ate cag 742 
Pro Tyr Leu Trp Trp Lys Lys His Met Thr Ala He Gin Leu He Gin 
195 200 205 

ttt gtc ctg gtc tea ctg cac ate tec cag tac tac ttt atg tec age 790 
Phe Val Leu Val Ser Leu His He Ser Gin Tyr Tyr Phe Met Ser Ser 

210 215 220 

tgt aac tac cag tac cca gtc att att cac etc ate tgg atg tat ggc 838 
Cys Asn Tyr Gin Tyr Pro Val He He His Leu He Trp Met Tyr Gly 

225 230 235 240 

ace ate ttc tte atg ctg ttc tee aac tte tgg tat cac tct tat ace 886 
Thr He Phe Phe Met Leu Phe Ser Asn Phe Trp Tyr His Ser Tyr Thr 

245 250 255 

aag ggc aag egg ctg ccc cgt gca ctt cag caa aat gga get cca ggt 934 
Lys Gly Lys Arg Leu Pro Arg Ala Leu Gin Gin Asn Gly Ala Pro Gly 

260 265 270 

att gcc aag gtc aag gcc aac tgagaagcat ggcetagata ggcgcccacc 985 
He Ala Lys Val Lys Ala Asn 
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taagtgcctc aggactgcac cttagggcag tgtccgtcag tgccctctcc acctacacct 1045 

gtgaccaagg cttatgtggt caggactgag caggggactg gccctcccct ccccacagct 1105 

gctctacagg gaccacggct ttggttcctc acccacttcc cccgggcagc tccagggatg 1165 

tggcctcatt gctgtctgcc actccagagc tgggggctaa aagggctgta cagttatttc 1225 

cccctccctg ccttaaaact tgggagagga gcactcaggg ctggccccac aaagggtctc 1285 

gtggcctttt tcctcacaca gaagaggtca gcaataatgt cactgtggac ccagtctcac 1345 

tcctccaccc cacacactga agcagtagct tctgggccaa aggtcagggt gggcgggggc 1405 

ctgggaatac agcctgtgga ggctgcttac tcaacttgtg tcttaattaa aagtgacaga 1465 

ggaaacc 1472 

<210> 29 
<211> 137 
<212> PRT 

<213> Homo sapiens 

<400> 29 

Met Gly Phe Gly Ala Thr Leu Ala Val Gly Leu Thr He Phe Val Leu 
15 10 15 
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Ser Val Val Thr lie He He Cys Phe Thr Cys Ser Cys Cys Cys Leu 
20 25 30 

Tyr Lys Thr Cys Arg Arg Pro Arg Pro Val Val Thr Thr Thr Thr Ser 
35 40 45 

Thr Thr Val Val His Ala Pro Tyr Pro Gin Pro Pro Ser Val Pro Pro 
50 55 60 

Ser Tyr Pro Gly Pro Ser Tyr Gin Gly Tyr His Thr Met Pro Pro Gin 

65 70 75 80 

Pro Gly Met Pro Ala Ala Pro Tyr Pro Met Gin Tyr Pro Pro Pro Tyr 
85 90 95 

Pro Ala Gin Pro Met Gly Pro Pro Ala Tyr His Glu Thr Leu Ala Gly 
100 105 110 

Gly Ala Ala Ala Pro Tyr Pro Ala Ser Gin Pro Pro Tyr Asn Pro Ala 
115 120 125 

Tyr Met Asp Ala Pro Lys Ala Ala Leu 
130 135 

<210> 30 
<211> 1788 
<212> DNA 

<213> Homo sapiens 



12 0 
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<220> 

<221> CDS 

<222> (145).. (555) 

<400> 30 

gtgcttcctg tggctgacgt catctggagg agatttgctt tctttttctc caaaagggga 60 

ggaaattgaa actgagtggc ccacgatggg aagaggggaa agcccagggg tacaggaggc 120 

ctctgggtga aggcagaggc taac atg ggg ttc gga gcg acc ttg gcc gtt 171 

Met Gly Phe Gly Ala Thr Leu Ala Val 
1 5 

ggc ctg acc ate ttt gtg ctg tot gtc gtc act ate ate ate tgc ttc 219 
Gly Leu Thr He Phe Val Leu Ser Val Val Thr He He He Cys Phe 
10 15 20 25 

ace tgc tee tgc tgc tgc ett tae aag acg tgc cgc cga cea cgt ccg 267 
Thr Cys Ser Cys Cys Cys Leu Tyr Lys Thr Cys Arg Arg Pro Arg Pro 
30 35 40 

gtt gtc ace acc ace aca tec acc act gtg gtg cat gcc cet tat ect 315 
Val Val Thr Thr Thr Thr Ser Thr Thr Val Val His Ala Pro Tyr Pro 
45 50 55 

cag ect cea agt gtg ccg ecc age tae ect gga cea age tae cag ggc 363 
Gin Pro Pro Ser Val Pro Pro Ser Tyr Pro Gly Pro Ser Tyr Gin Gly 
60 65 70 
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tac cac acc atg ccg cct cag cca ggg atg cca gca gca ccc tac cca 411 
Tyr His Thr Met Pro Pro Gin Pro Gly Met Pro Ala Ala Pro Tyr Pro 

75 80 85 

atg cag tac cca cca cct tac cca gcc cag ccc atg ggc cca ccg gcc 459 
Met Gin Tyr Pro Pro Pro Tyr Pro Ala Gin Pro Met Gly Pro Pro Ala 

90 95 100 105 

tac cac gag acc ctg get gga gga gca gcc gcg ccc tac ccc gcc age 507 
Tyr His Glu Thr Leu Ala Gly Gly Ala Ala Ala Pro Tyr Pro Ala Ser 

110 115 120 

cag cct cct tac aac ccg gcc tac atg gat gcc ccg aag gcg gcc etc 555 
Gin Pro Pro Tyr Asn Pro Ala Tyr Met Asp Ala Pro Lys Ala Ala Leu 

125 130 135 

tgagcattcc ctggcctctc tggctgccac ttggttatgt tgtgtgtgtg cgtgagtggt 615 

gtgcaggcgc ggttccttac gccccatgtg tgctgtgtgt gtccaggcac ggttccttac 675 

gccccatgtg tgctgtgtgt gtcctgcctg tatatgtggc ttcctctgat gctgacaagg 735 

tggggaacaa tccttgccag agtgggctgg gaccagactt tgttctcttc ctcacctgaa 795 

attatgcttc ctaaaatctc aagccaaact caaagaatgg ggtggtgggg ggcaccctgt 855 

gaggtggccc ctgagaggtg ggggcctctc cagggcacat ctggagttct tctccagctt 915 

accctagggt gaccaagtag ggcctgtcac accagggtgg cgcagctttc tgtgtgatgc 975 
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agatgtgtcc tggtttcggc agcgtagcca gctgctgctt gaggccatgg ctcgtccccg 1035 
gagttggggg tacccgttgc agagccaggg acatgatgca ggcgaagctt gggatctggc 1095 
caagttggac tttgatcctt tgggcagatg tcccattgct ccctggagcc tgtcatgcct 1155 
gttggggatc aggcagcctc ctgatgccag aacacctcag gcagagccct actcagctgt 1215 
acctgtctgc ctggactgtc ccctgtcccc gcatctcccc tgggaccagc tggagggcca 1275 
catgcacaca cagcctagct gcccccaggg agctctgctg cccttgctgg ccctgccctt 1335 
cccacaggtg agcagggctc ctgtccacca gcacactcag ttctcttccc tgcagtgttt 1395 
tcattttatt ttagccaaac attttgcctg ttttctgttt caaacatkat agttgatatg 1455 
agactgaaac ccctgggttg tggagggaaa ttggctcaga gatggacaac ctggcaactg 1515 
tgagtccctg cttcccgaca ccagcctcat ggaatatgca acaactcctg taccccagtc 1575 
cacggtgttc tggcagcagg gacacctggg ccaatgggcc atctggacca aaggtggggt 1635 
gtggggccct ggatggcagc tctggcccag acatgaatac ctcgtgttcc tcctccctct 1695 
attactgttt caccagagct gtcttagctc aaatctgttg tgtttctgag tctagggtct 1755 
gtacacttgt ttataataaa tgcaatcgtt tgg 1788 
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<210> 31 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 31 

Met Gly Phe Gly Ala Thr Leu Ala Val Gly Leu Thr He Phe Val Leu 
15 10 15 

Ser Val Val Thr He He He Cys Phe Thr Cys Ser Cys Cys Cys Leu 

20 25 30 

Tyr Lys Thr Cys Arg Arg Pro Arg Pro Val Val Thr Thr Thr Thr Ser 

35 40 45 

Thr Thr Val Val His Ala Pro Tyr Pro Gin Pro Pro Ser Val Pro Pro 
50 55 60 

Ser Tyr Pro Gly Pro Ser Tyr Gin Gly Tyr His Thr Met Pro Pro Gin 
65 70 75 80 

Pro Gly Met Pro Ala Ala Pro Tyr Pro Met Gin Tyr Pro Pro Pro Tyr 
85 90 95 

Pro Ala Gin Pro Met Gly Pro Pro Ala Tyr His Glu Thr Leu Ala Gly 

100 105 110 

Glu Cys Pro Cys Gin Leu 
115 
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<210> 32 
<211> 1908 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (91).. (444) 

<400> 32 

gggggaggaa attgaaactg agtggcccac gatgggaaga ggggaaagcc caggggtaca 60 

ggaggcctct gggtgaaggc agaggctaac atg ggg ttc gga gcg acc ttg gcc 114 

Met Gly Phe Gly Ala Thr Leu Ala 
1 5 



gtt ggc ctg acc ate ttt gtg ctg tct gtc gtc act ate ate ate tge 162 
Val Gly Leu Thr He Phe Val Leu Set Val Val Thr He He He Cys 
10 15 20 



ttc acc tgc tec tgc tgc tge ctt tac aag acg tge cgc cga cca cgt 210 

Phe Thr Cys Ser Cys Cys Cys Leu Tyr Lys Thr Cys Arg Arg Pro Arg 

25 30 35 40 

ceg gtt gtc acc acc acc aca tec acc act gtg gtg cat gee ect tat 258 

Pro Val Val Thr Thr Thr Thr Ser Thr Thr Val Val His Ala Pro Tyr 
45 50 55 
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cct cag cct cca agt gtg ccg ccc age tac cct gga cca age tac cag 306 
Pro Gin Pro Pro Ser Val Pro Pro Ser Tyr Pro Gly Pro Ser Tyr Gin 

60 65 70 

ggc tac cac acc atg ccg cct cag cca ggg atg cca gca gca ccc tac 354 
Gly Tyr His Thr Met Pro Pro Gin Pro Gly Met Pro Ala Ala Pro Tyr 

75 80 85 

cca atg cag tac cca cca cct tac cca gcc cag ccc atg ggc cca ccg 402 
Pro Met Gin Tyr Pro Pro Pro Tyr Pro Ala Gin Pro Met Gly Pro Pro 

90 95 100 

gcc. tac cac gag acc ctg get ggt gag tgc ccc tgc caa etc 444 
Ala Tyr His Glu Thr Leu Ala Gly Glu Cys Pro Cys Gin Leu 

105 110 115 

tagccctgcc cgacttcccg agtetctgce agcatccetc gggcacccat cecaaactae 504 

atcaetcaac aggcctctgc ccctttctgc ttgcctgcca ctcacacggc agcccaccat 564 

getcacagcc aaccagggtc ctctctgctt tcaggaggag cagccgcgcc etaccecgec 624 

agecagccte ettacaacce ggcetacatg gatgceccga aggeggcect etgagcatte 684 

cctggcctct ctggetgcca cttggttatg ttgtgtgtgt gcgtgagtgg tgtgcaggeg 744 

cggttcctta egccccatgt gtgctgtgtg tgtccaggca eggttcctta cgccceatgt 804 

gtgetgtgtg tgtcctgect gtatatgtgg ettcctctga tgctgacaag gtggggaaca 864 
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atccttgcca gagtgggctg ggaccagact ttgttctctt cctcacctga aattatgctt 924 
cctaaaatct caagccaaac tcaaagaatg gggtggtggg gggcaccctg tgaggtggcc 984 
cctgagaggt gggggcctct ccagggcaca tctggagttc ttctccagct taccctaggg 1044 
tgaccaagta gggcctgtca caccagggtg gcgcagcttt ctgtgtgatg cagatgtgtc 1104 
ctggtttcgg cagcgtagcc agctgctgct tgaggccatg gctcgtcccc ggagttgggg 1164 
gtacccgttg cagagccagg gacatgatgc aggcgaagct tgggatctgg ccaagttgga 1224 
ctttgatcct ttgggcagat gtcccattgc tccctggagc ctgtcatgcc tgttggggat 1284 
caggcagcct cctgatgcca gaacacctca ggcagagccc tactcagctg tacctgtctg 1344 
cctggactgt cccctgtccc cgcatctccc ctgggaccag ctggagggcc acatgcacac 1404 
acagcctagc tgcccccagg gagctctgct gcccttgctg gccctgccct tcccacaggt 1464 
gagcagggct cctgtccacc agcacactca gttctcttcc ctgcagtgtt ttcattttat 1524 
tttagccaaa cattttgcct gttttctgtt tcaaacatga tagttgatat gagactgaaa 1584 
cccctgggtt gtggagggaa attggctcag agatggacaa cctggcaact gtgagtccct 1644 
gcttcccgac accagcctca tggaatatgc aacaactcct gtaccccagt ccacggtgtt 1704 
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ctggcagcag ggacacctgg gccaatgggc catctggacc aaaggtgggg tgtggggccc 1764 

tggatggcag ctctggccca gacatgaata cctcgtgttc ctcctccctc tattactgtt 1824 

tcaccagagc tgtcttagct caaatctgtt gtgtttctga gtctagggtc tgtacacttg 1884 

tttataataa atgcaatcgt ttgg 1908 

<210> 33 
<211> 168 
<212> PRT 

<213> Homo sapiens 
<400> 33 

Met Asn Ser Lys Gly Gin Tyr Pro Thr Gin Pro Thr Tyr Pro Val Gin 
1 5 10 15 " 

Pro Pro Gly Asn Pro Val Tyr Pro Gin Thr Leu His Leu Pro Gin Ala 

20 25 30 

Pro Pro Tyr Thr Asp Ala Pro Pro Ala Tyr Ser Glu Leu Tyr Arg Pro 

35 40 45 

Ser Phe Val His Pro Gly Ala Ala Thr Val Pro Thr Met Ser Ala Ala 

50 55 60 

Phe Pro Gly Ala Ser Leu Tyr Leu Pro Met Ala Gin Ser Val Ala Val 
65 70 75 80 
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Gly Pro Leu Gly Ser Thr lie Pro Met Ala Tyr Tyr Pro Val Gly Pro 
85 90 95 

He Tyr Pro Pro Gly Ser Thr Val Leu Val Glu Gly Gly Tyr Asp Ala 
100 105 110 

Gly Ala Arg Phe Gly Ala Gly Ala Thr Ala Gly Asn He Pro Pro Pro 
115 120 125 

Pro Pro Gly Cys Pro Pro Asn Ala Ala Gin Leu Ala Val Met Gin Gly 

130 135 140 

Ala Asn Val Leu Val Thr Gin Arg Lys Gly Asn Phe Phe Met Gly Gly 
145 150 155 160 

Ser Asp Gly Gly Tyr Thr He Trp 
165 

<210> 34 
<211> 1897 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (70).. (573) 

<400> 34 

ctccgaacag gaagaggacg aaaaaaataa ccgtccgcga cgccgagaca aaccggaccc 60 
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gcaaccacc atg aac age aaa ggt caa tat cca aca cag cca acc tac cct 111 
Met Asn Set Lys Gly Gin Tyr Pro Thr Gin Pro Thr Tyr Pro 
1 5 10 

gtg cag cct cct ggg aat cca gta tac cct cag acc ttg cat ctt cct 159 
Val Gin Pro Pro Gly Asn Pro Val Tyr Pro Gin Thr Leu His Leu Pro 
15 20 25 30 

cag get cca ccc tat acc gat get cca cct gee tac tea gag etc tat 207 
Gin Ala Pro Pro Tyr Thr Asp Ala Pro Pro Ala Tyr Ser Glu Leu Tyr 
35 40 45 

cgt ccg age ttt gtg cae cca ggg get gee aea gte ccc ace atg tea 255 
Arg Pro Ser Phe Val His Pro Gly Ala Ala Thr Val Pro Thr Met Ser 
50 55 60 

gee gea ttt eet gga gee tet etg tat ctt ccc atg gee eag tet gtg 303 
Ala Ala Phe Pro Gly Ala Ser Leu Tyr Leu Pro Met Ala Gin Ser Val 
65 70 75 

get gtt ggg eet tta ggt tee aca ate eee atg get tat tat cca gte 351 
Ala Val Gly Pro Leu Gly Ser Thr He Pro Met Ala Tyr T.yr Pro Val 
80 85 90 

ggt eee ate tat eca eet gge tee aea gtg etg gtg gaa gga ggg tat 399 
Gly Pro He Tyr Pro Pro Gly Ser Thr Val Leu Val Glu Gly Gly Tyr 
95 100 105 110 
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gat gca ggt gcc aga ttt gga get ggg get aet get gge aac att eet 447 
Asp Ala Gly Ala Arg Phe Gly Ala Gly Ala Thr Ala Gly Asn lie Pro 

115 120 125 

eet eea eet eet gga tge eet eee aat get get eag ett gea gte atg 495 
Pro Pro Pro Pro Gly Cys Pro Pro Asn Ala Ala Gin Leu Ala Val Met 

130 135 140 

eag gga gee aae gte ete gta aet eag egg aag ggg aae ttc tte atg 543 
Gin Gly Ala Asn Val Leu Val Thr Gin Arg Lys Gly Asn Phe Phe Met 

145 150 155 

ggt ggt tea gat ggt gge tac aee ate tgg tgaggaaeea aggccaeete 593 
Gly Gly Ser Asp Gly Gly Tyr Thr He Trp 
160 165 

tgtgeeggga aagacateae ataeetteag eaetteteac aatgtaaetg etttagteat 653 

attaaectga agttgeagtt tagacacatg ttgttggggt gtetttetgg tgcecaaact 713 

tteaggeaet ttteaaattt aataaggaac eatgtaatgg tageagtaee teeetaaage 773 

attttgaggt aggggaggta teeattcata aaatgaatgt gggtgaagcc gecetaagga 833 

tttteettta atttetetgg agtaataetg taeeataetg gtetttgett ttagtaataa 893 

aaeateaaat taggtttgga gggaaetttg atetteetaa gaattaaagt tgceaaatta 953 

ttetgattgg tetttaatet eetttaagte tttgatatat attaettgtt ataaatggaa 1013 
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cgcattagtt gtctgccttt tcctttccat cccttgcccc acccatccca tctccaaccc 1073 
tagtcttcca tttcctcccg ccagtctcca ttgaatcaat ggtgcaggac agaaagccag 1133 
tcagactaat ttccttcttt cctcgcactt ctccccactc gtcatctttt aactagtgtt 1193 
tcacaaggat cctctgaaac cctctctgtg ccccaagtac agatgccatt acttctgctt 1253 
tcgtatctcc tcaggcaaaa gtggagggtg ccttatgggc cctcctcata ggttgtctct 1313 
gcatacacga acctaaccca aatttgcttt ggtgccagaa aaactgagct atgtttgaac 1373 
aaagatgtcg tgcaaactgt actgtgaaca acagttggtt taaaatatga ggggcaagga 1433 
ggaggatgca tttcaaaagc ttgattgatg tgttcagagc taaattaaga ggagttttca 1493 
gatcaaaaac tggttaccat tttttgtcag agtgtctgat gcggccactc attcggctcc 1553 
ccagaattcc tagactgggt taatagggtc atattgtgaa tgtctcacta caaaatgact 1613 
tgagtccagt gaaatctcat tagggtttaa gaatatttca gggatcctta atgttttgat 1673 
ttttgttttc tgaaattgga ttttatttta ttttatctta taatttcagt tcatctaaat 1733 
tgtgtgttct gtacatgtga tgtttgactg taccattgac tgttatggaa gttcagcgtt 1793 
gtatgtctct ctctacactg tggtgcactt aacttgtgga atttttatac taaaaatgta 1853 
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gaataaagac tattttgaag atttgaataa agtgatgaag ttgc 1897 

<210> 35 
<211> 455 
<212> PRT 

<213> Homo sapiens 
<400> 35 

Met Ser Phe Leu He Asp Ser Ser He Met He Thr Ser Gin He Leu 
15 10 15 

Phe Phe Gly Phe Gly Trp Leu Phe Phe Met Arg Gin Leu Phe Lys Asp 
20 25 30 

Tyr Glu lie Arg Gin Tyr Val Val Gin Val He Phe Ser Val Thr Phe 
35 40 45 

Ala Phe Ser Cys Thr Met Phe Glu Leu He He Phe Glu He Leu Gly 

50 55 60 

Val Leu Asn Ser Ser Ser Arg Tyr Phe His Trp Lys Met Asn Leu Cys 
65 70 75 80 

Val He Leu Leu He Leu Val Phe Met Val Pro Phe Tyr He Gly Tyr 
85 90 95 

Phe He Val Ser Asn He Arg Leu Leu His Lys Gin Arg Leu Leu Phe 
100 105 110 
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Ser Cys Leu Leu Trp Leu Thr Phe Met Tyr Phe Phe Trp Lys Leu Gly 
115 120 125 

Asp Pro Phe Pro He Leu Ser Pro Lys His Gly He Leu Ser He Glu 
130 135 140 

Gin Leu He Ser Arg Val Gly Val He Gly Val Thr Leu Met Ala Leu 
145 150 155 160 

Leu Ser Gly Phe Gly Ala Val Asn Cys Pro Tyr Thr Tyr Met Ser Tyr 

165 170 175 

Phe Leu Arg Asn Val Thr Asp Thr Asp He Leu Ala Leu Glu Arg Arg 
180 185 190 

Leu Leu Gin Thr Met Asp Met He lie Ser Lys Lys Lys Arg Met Ala 
195 200 205 

Met Ala Arg Arg Thr Met Phe Gin Lys Gly Glu Val His Asn Lys Pro 
210 215 220 

Ser Gly Phe Trp Gly Met He Lys Ser Val Thr Thr Ser Ala Ser Gly 

225 230 235 240 

Ser Glu Asn Leu Thr Leu He Gin Gin Glu Val Asp Ala Leu Glu Glu 
245 250 255 



Leu Ser Arg Gin Leu Phe Leu Glu Thr Ala Asp Leu Tyr Ala Thr Lys 
260 265 270 
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Glu Arg He Glu Tyr Ser Lys Thr Phe Lys Gly Lys Tyr Phe Asn Phe 

275 280 285 

Leu Gly Tyr Phe Phe Ser lie Tyr Cys Val Trp Lys He Phe Met Ala 
290 295 300 

Thr He Asn He Val Phe Asp Arg Val Gly Lys Thr Asp Pro Val Thr 
305 310 315 320 

Arg Gly He Glu He Thr Val Asn Tyr Leu Gly He Gin Phe Asp Val 
325 330 335 

Lys Phe Trp Ser Gin His He Ser Phe He Leu Val Gly He He He 

340 345 350 

Val Thr Ser He Arg Gly Leu Leu He Thr Leu Thr Lys Phe Phe Tyr 

355 360 365 

Ala He Ser Ser Ser Lys Ser Ser Asn Val He Val Leu Leu Leu Ala 
370 375 380 

Gin He Met Gly Met Tyr Phe Val Ser Ser Val Leu Leu He Arg Met 
385 390 395 400 



Ser Met Pro Leu Glu Tyr Arg Thr He He Thr Glu Val Leu Gly Glu 
405 410 415 



Leu Gin Phe Asn Phe Tyr His Arg Trp Phe Asp Val He Phe Leu Val 
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420 425 430 

Ser Ala Leu Ser Ser He Leu Phe Leu Tyr Leu Ala His Lys Gin Ala 
435 440 445 

Pro Glu Lys Gin Met Ala Pro 

450 455 

<210> 36 
<211> 1903 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (116).. (1480) 
<400> 36 

agtcccggct gcagcacctg ggagaaggca gaccgtgtga gggggcctgt ggccccagcg 60 

tgctgtggcc tcggggagtg ggaagtggag gcaggagcct tccttacact tcgcc atg 118 

Met 

1 

agt ttc etc ate gae tec age ate atg att ace tee eag ata eta ttt 166 
Ser Phe Leu lie Asp Ser Ser He Met He Thr Ser Gin He Leu Phe 
5 10 15 

ttt gga ttt ggg tgg ett ttc ttc atg cgc caa ttg ttt aaa gae tat 214 
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Phe Gly Phe Gly Trp Leu Phe Phe Met Arg Gin Leu Phe Lys Asp Tyr 
20 25 30 

gag ata cgt cag tat gtt gta cag gtg ate ttc tec gtg acg ttt gca 262 
Glu lie Arg Gin Tyr Val Val Gin Val He Phe Ser Val Thr Phe Ala 
35 40 45 



ttt tct tgc acc atg ttt gag etc ate ate ttt gaa ate tta gga gta 310 
Phe Ser Cys Thr Met Phe Glu Leu He lie Phe Glu He Leu Gly Val 

50 55 60 65 



ttg aat age age tee cgt tat ttt cae tgg aaa atg aae etg tgt gta 
Leu Asn Ser Ser Ser Arg Tyr Phe His Trp Lys Met Asn Leu Cys Val 
70 75 80 



358 



att etg etg ate etg gtt ttc atg gtg cct ttt tac att ggc tat ttt 
He Leu Leu He Leu Val Phe Met Val Pro Phe Tyr He Gly Tyr Phe 

85 90 95 



406 



att gtg age aat ate cga eta etg eat aaa caa cga etg ett ttt tec 
He Val Ser Asn He Arg Leu Leu His Lys Gin Arg Leu Leu Phe Ser 

100 105 110 



454 



tgt etc tta tgg etg acc ttt atg tat ttc ttc tgg aaa eta gga gat 502 
Cys Leu Leu Trp Leu Thr Phe Met Tyr Phe Phe Trp Lys Leu Gly Asp 

115 120 125 

cce ttt cec att etc age cea aaa eat ggg ate tta tee ata gaa cag 550 
Pro Phe Pro He Leu Ser Pro Lys His Gly He Leu Ser He Glu Gin 
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130 135 140 145 

etc ate age egg gtt ggt gtg att gga gtg aet etc atg get ett ett 598 
Leu lie Ser Arg Val Gly Val He Gly Val Thr Leu Met Ala Leu Leu 
150 155 160 

tct gga ttt ggt get gtc aae tgc cca tac aet tae atg tet tae tte 646 
Ser Gly Phe Gly Ala Val Asn Cys Pro Tyr Thr Tyr Met Ser Tyr Phe 
165 170 175 

ete agg aat gtg aet gae aeg gat att eta gee etg gaa egg ega etg 694 
Leu Arg Asn Val Thr Asp Thr Asp He Leu Ala Leu Glu Arg Arg Leu 
180 185 190 

etg eaa aee atg gat atg ate ata age aaa aag aaa agg atg gca atg 742 
Leu Gin Thr Met Asp Met He He Ser Lys Lys Lys Arg Met Ala Met 
195 200 205 

gea egg aga aea atg tte eag aag ggg gaa gtg eat aae aaa eea tea 790 
Ala Arg Arg Thr Met Phe Gin Lys Gly Glu Val His Asn Lys Pro Ser 
210 215 220 225 

ggt tte tgg gga atg ata aaa agt gtt ace aet tea gca tea gga agt 838 
Gly Phe Trp Gly Met He Lys Ser Val Thr Thr Ser Ala Ser Gly Ser 
230 235 240 

gaa aat ett act ett att eaa eag gaa gtg gat get ttg gaa gaa tta 886 
Glu Asn Leu Thr Leu He Gin Gin Glu Val Asp Ala Leu Glu Glu Leu 
245 250 255 
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age agg cag ctt ttt ctg gaa aca get gat eta tat get aee aag gag 934 
Ser Arg Gin Leu Phe Leu Glu Thr Ala Asp Leu Tyr Ala Thr Lys Glu 
260 265 270 

aga ata gaa tae tee aaa aee tte aag ggg aaa tat ttt aat ttt ett 982 
Arg He Glu Tyr Ser Lys Thr Phe Lys Gly Lys Tyr Phe Asn Phe Leu 
275 280 285 

ggt tac ttt tte tct att tac tgt gtt tgg aaa att tte atg get aee 1030 
Gly Tyr Phe Phe Ser lie Tyr Cys Val Trp Lys He Phe Met Ala Thr 
290 295 300 305 

ate aat att gtt ttt gat cga gtt ggg aaa aeg gat eet gte aea aga 1078 
He Asn He Val Phe Asp Arg Val Gly Lys Thr Asp Pro Val Thr Arg 
310 315 320 

ggc att gag ate act gtg aat tat etg gga ate eaa ttt gat gtg aag 1126 
Gly He Glu He Thr Val Asn Tyr Leu Gly He Gin Phe Asp Val Lys 
325 330 335 

ttt tgg tec caa cac att tec tte att ctt gtt gga ata ate ate gte 1174 
Phe Trp Ser Gin His He Ser Phe He Leu Val Gly He He He Val 
340 345 350 

aca tec ate aga gga ttg ctg ate act ctt ace aag tte ttt tat gee 1222 
Thr Ser He Arg Gly Leu Leu He Thr Leu Thr Lys Phe Phe Tyr Ala 
355 360 365 
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ate tct age agt aag tec tee aat gtc att gtc etg eta tta gca cag 1270 
He Ser Ser Ser Lys Ser Ser Asn Val lie Val Leu Leu Leu Ala Gin 

370 375 380 385 

ata atg gge atg tae ttt gte tee tet gtg etg etg ate ega atg agt 1318 
He Met Gly Met Tyr Phe Val Ser Ser Val Leu Leu He Arg Met Ser 

390 395 400 

atg ect tta gaa tae cge ace ata ate aet gaa gte ett gga gaa etg 1366 
Met Pro Leu Glu Tyr Arg Thr He He Thr Glu Val Leu Gly Glu Leu 

405 410 415 

eag tte aae tte tat eac cgt tgg ttt gat gtg ate tte etg gte age 1414 
Gin Phe Asn Phe Tyr His Arg Trp Phe Asp Val He Phe Leu Val Ser 

420 425 430 

get ete tet age ata ete tte cte tat ttg get eae aaa cag gca cea 1462 
Ala Leu Ser Ser He Leu Phe Leu Tyr Leu Ala His Lys Gin Ala Pro 

435 440 445 

gag aag eaa atg gca cet tgaaettaag ectaetacag actgttagag 1510 
Glu Lys Gin Met Ala Pro 
450 455 

geeagtggtt teaaaattta gatataagag gggggaaaaa tggaaeeagg gcctgacatt 1570 
ttataaacaa acaaaatgct atggtagcat tttteacctt catagcatac tecttceeeg 1630 
teaggtgata etatgaeeat gagtageate agceagaaca tgagagggag aactaaetea 1690 
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agacaatact cagcagagag catcccgtgt ggatatgagg ctggtgtaga ggcggagagg 1750 



agccaagaaa ctaaaggtga aaaatacact ggaactctgg ggcaagacat gtctatggta 1810 



gctgagccaa acacgtagga tttccgtttt aaggttcaca tggaaaaggt tatagctttg 1870 



ccttgagatt gactcattaa aatcagagac tgt 1903 

<210> 37 
<211> 322 
<212> PRT 

<213> Homo sapiens 



<400> 37 

Met Ser Ser Leu Gly Gly Gly Ser Gin Asp Ala Gly Gly Ser Ser Ser 

15 10 15 

Ser Ser Thr Asn Gly Ser Gly Gly Ser Gly Ser Ser Gly Pro Lys Ala 
20 25 30 

Gly Ala Ala Asp Lys Ser Ala Val Val Ala Ala Ala Ala Pro Ala Ser 
35 40 45 



Val Ala Asp Asp Thr Pro Pro Pro Glu Arg Arg Asn Lys Ser Gly He 

50 55 60 

He Ser Glu Pro Leu Asn Lys Ser Leu Arg Arg Ser Arg Pro Leu Ser 
65 70 75 80 

14 1 maiE# 2001-3116643 
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His Tyr Ser Ser Phe Gly Ser Ser Gly Gly Ser Gly Gly Gly Ser Met 
85 90 95 

Met Gly Gly Glu Ser Ala Asp Lys Ala Thr Ala Ala Ala Ala Ala Ala 
100 105 110 

Ser Leu Leu Ala Asn Gly His Asp Leu Ala Ala Ala Met Ala Val Asp 
115 120 125 

Lys Ser Asn Pro Thr Ser Lys His Lys Ser Gly Ala Val Ala Ser Leu 
130 135 140 

Leu Ser Lys Ala Glu Arg Ala Thr Glu Leu Ala Ala Glu Gly Gin Leu 

145 150 155 160 

Thr Leu Gin Gin Phe Ala Gin Ser Thr Glu Met Leu Lys Arg Val Val 
165 170 175 

Gin Glu His Leu Pro Leu Met Ser Glu Ala Gly Ala Gly Leu Pro Asp 
180 185 190 

Met Glu Ala Val Ala Gly Ala Glu Ala Leu Asn Gly Gin Ser Asp Phe 
195 200 205 

Pro Tyr Leu Gly Ala Phe Pro He Asn Pro Gly Leu Phe lie Met Thr 
210 215 220 



Pro Ala Gly Val Phe Leu Ala Glu Ser Ala Leu His Met Ala Gly Leu 
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225 230 235 240 

Ala Glu Tyr Pro Met Gin Gly Glu Leu Ala Ser Ala He Ser Ser Gly 
245 250 255 

Lys Lys Lys Arg Lys Arg Cys Gly Met Cys Ala Pro Cys Arg Arg Arg 

260 265 270 

He Asn Cys Glu Gin Cys Ser Ser Cys Arg Asn Arg Lys Thr Gly His 
275 280 285 

Gin He Cys Lys Phe Arg Lys Cys Glu Glu Leu Lys Lys Lys Pro Ser 
290 295 300 

Ala Ala Leu Glu Lys Val Met Leu Pro Thr Gly Ala Ala Phe Arg Trp 
305 310 315 320 

Phe Gin 



<210> 38 
<211> 1448 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (292) .. (1257) 
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<400> 38 

tactgctggc ggctggagcg gagcgcaccg cggcggtggt gcccagagcg gagcgcagct 60 

ccctgccccg cccctccccc tcggcctcgc ggcgacggcg gcggtggcgg cttggacgac 120 

tcggagagcc gagtgaagac atttccacct ggacacctga ccatgtgcct gccctgagca 180 

gcgaggccca ccaggcatct ctgttgtggg cagcagggcc aggtcctggt ctgtggaccc 240 

tcggcagttg gcaggctccc tctgcagtgg ggtctgggcc tcggccccac c atg tcg 297 

Met Ser 
1 

age etc ggc ggt ggc tec cag gat gcc ggc ggc agt age age age age 345 
Ser Leu Gly Gly Gly Ser Gin Asp Ala Gly Gly Ser Ser Ser Ser Ser 
5 10 15 " 

ace aat gge age ggt gge agt ggc age agt ggc cca aag gca gga gca 393 
Thr Asn Gly Ser Gly Gly Ser Gly Ser Ser Gly Pro Lys Ala Gly Ala 
20 25 30 

gca gac aag agt gca gtg gtg get gee gcc gca cca gcc tea gtg gca 441 
Ala Asp Lys Ser Ala Val Val Ala Ala Ala Ala Pro Ala Ser Val Ala 
35 40 45 50 

gat gac aca cca ccc ccc gag cgt egg aac aag age ggt ate ate agt 489 
Asp Asp Thr Pro Pro Pro Glu Arg Arg Asn Lys Ser Gly lie lie Ser 
55 60 65 



14 4 



2001-3116643 



#2000—4 02288 



gag ccc etc aac aag age etg cge ege tec cge ecg etc tec eac tac 537 
Glu Pro Leu Asn Lys Ser Leu Arg Arg Ser Arg Pro Leu Ser His Tyr 
70 75 80 

tct tet ttt gge age agt ggt ggt agt gge ggt ggc age atg atg ggc 585 
Ser Ser Phe Gly Ser Ser Gly Gly Ser Gly Gly Gly Ser Met Met Gly 
85 90 95 

gga gag tct get gae aag gee act geg get gca gee get gee tec etg 633 
Gly Glu Ser Ala Asp Lys Ala Thr Ala Ala Ala Ala Ala Ala Ser Leu 

100 105 110 

ttg gee aat ggg cat gae etg geg geg gee atg geg gtg gae aaa age 681 
Leu Ala Asn Gly His Asp Leu Ala Ala Ala Met Ala Val Asp Lys Ser 

115 120 125 130 

aac cet ace tea aag eac aaa agt ggt get gtg gee age etg etg age 729 
Asn Pro Thr Ser Lys His Lys Ser Gly Ala Val Ala Ser Leu Leu Ser 
135 140 145 

aag gca gag egg gee aeg gag etg gca gee gag gga cag etg aeg etg 777 
Lys Ala Glu Arg Ala Thr Glu Leu Ala Ala Glu Gly Gin Leu Thr Leu 
150 155 160 

cag cag ttt geg cag tec aca gag atg etg aag cge gtg gtg cag gag 825 

Gin Gin Phe Ala Gin Ser Thr Glu Met Leu Lys Arg Val Val Gin Glu 
165 170 175 

eat etc ecg etg atg age gag geg ggt get ggc etg cet gae atg gag 873 
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#2 000 — 4 02288 



His Leu Pro Leu Met Ser Glu Ala Gly Ala Gly Leu Pro Asp Met Glu 
180 185 190 



get gtg gca ggt gcc gaa gcc etc aat ggc cag tec gac ttc ccc tae 921 
Ala Val Ala Gly Ala Glu Ala Leu Asn Gly Gin Ser Asp Phe Pro Tyr 
195 200 205 210 



ctg ggc get ttc ccc ate aac cea ggc etc ttc att atg ace ccg gca 969 
Leu Gly Ala Phe Pro He Asn Pro Gly Leu Phe lie Met Thr Pro Ala 
# 215 220 225 



ggt gtg ttc ctg gcc gag age gcg ctg eac atg gcg ggc ctg get gag 1017 
Gly Val Phe Leu Ala Glu Ser Ala Leu His Met Ala Gly Leu Ala Glu 

230 235 240 



tae ccc atg cag gga gag ctg gcc tet gcc ate age tec ggc aag aag 1065 

Tyr Pro Met Gin Gly Glu Leu Ala Ser Ala lie Ser Ser Gly Lys Lys 

245 250 255 

aag egg aaa cgc tgc ggc atg tgc gcg ccc tgc egg egg cgc ate aac 1113 

Lys Arg Lys Arg Cys Gly Met Cys Ala Pro Cys Arg Arg Arg lie Asn 

260 265 270 



tgc gag cag tgc age agt tgt agg aat ega aag act ggc eat cag att 1161 
Cys Glu Gin Cys Ser Ser Cys Arg Asn Arg Lys Thr Gly His Gin lie 

275 280 285 . 290 



tgc aaa ttc aga aaa tgt gag gaa etc aaa aag aag cet tec get get 1209 
Cys Lys Phe Arg Lys Cys Glu Glu Leu Lys Lys Lys Pro Ser Ala Ala 
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295 300 305 

ctg gag aag gtg atg ctt ccg acg gga gcc gcc ttc egg tgg ttt cag 1257 
Leu Glu Lys Val Met Leu Pro Thr Gly Ala Ala Phe Arg Trp Phe Gin 
310 315 320 

tgacggcggc ggaacccaaa gctgccctct ccgtgcaatg tcactgctcg tgtggtctcc 1317 

agcaagggat tcgggcgaag acaaacggat gcacccgtct ttagaaccaa aaatattctc 1377 

tcacagattt cattcctgtt tttatatata tattttttgt tgtcgtttta acatctccac 1437 

gtccctagca t 1448 

<210> 39 
<211> 313 
<212> PRT 

<213> Homo sapiens 
<400> 39 

Met Ala Gly Gin Pro Gly His Met Pro His Gly Gly Ser Ser Asn Asn 
15 10 15 

Leu Cys His Thr Leu Gly Pro Val His Pro Pro Asp Pro Gin Arg His 
20 25 30 

Pro Asn Thr Leu Ser Phe Arg Cys Ser Leu Ala Asp Phe Gin lie Glu 
35 40 45 
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Lys Lys He Gly Arg Gly Gin Phe Set Glu Val Tyr Lys Ala Thr Cys 
50 55 60 

Leu Leu Asp Arg Lys Thr Val Ala Leu Lys Lys Val Gin He Phe Glu 
65 70 75 80 

Met Met Asp Ala Lys Ala Arg Gin Asp Cys Val Lys Glu He Gly Leu 
85 90 95 

Leu Lys Gin Leu Asn His Pro Asn He He Lys Tyr Leu Asp Ser Phe 

100 105 110 

He Glu Asp Asn Glu Leu Asn He Val Leu Glu Leu Ala Asp Ala Gly 

115 120 125 

Asp Leu Ser Gin Met He Lys Tyr Phe Lys Lys Gin Lys Arg Leu He 
130 135 140 

Pro Glu Arg Thr Val Trp Lys Tyr Phe Val Gin Leu Cys Ser Ala Val 
145 150 155 160 

Glu His Met His Ser Arg Arg Val Met His Arg Asp He Lys Pro Ala 

165 170 175 

Asn Val Phe He Thr Ala Thr Gly Val Val Lys Leu Gly Asp Leu Gly 
180 185 190 



Leu Gly Arg Phe Phe Ser Ser Glu Thr Thr Ala Ala His Ser Leu Val 
195 200 205 



14 8 



2001-3116643 



4#2 000-4 02288 



Gly Thr Pro Tyr Tyr Met Ser Pro Glu Arg He His Glu Asn Gly Tyr 

210 215 220 

Asn Phe Lys Ser Asp He Trp Ser Leu Gly Cys Leu Leu Tyr Glu Met 
225 230 235 240 

Ala Ala Leu Gin Ser Pro Phe Tyr Gly Asp Lys Met Asn Leu Phe Ser 
245 250 255 

Leu Cys Gin Lys He Glu Gin Cys Asp Tyr Pro Pro Leu Pro Gly Glu 
260 265 270 

His Tyr Ser Glu Lys Leu Arg Glu Leu Val Ser Met Cys He Cys Pro 

275 280 285 

Asp Pro His Gin Arg Pro Asp He Gly Tyr Val His Gin Val Ala Lys 
290 295 300 

Gin Met His He Trp Met Ser Ser Thr 
305 310 

<210> 40 
<211> 1597 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> (153) .. (1091) 



<400> 40 

ggcggaaccg agctgacggg cgtgcggccg ctgcgccgca aactcgtgtg ggacgcaccg 60 

ctccagccgc ccgcgggcca gcgcaccggt cccccagcgg cagccgagcc cgcccgcgcg 120 

ccgttcgtgc cctcgtgagg ctggcatgca gg atg gca gga cag ccc ggc cac 173 

Met Ala Gly Gin Pro Gly His 

1 5 

atg ccc cat gga ggg agt tec aac aac etc tgc cac acc ctg ggg cct 221 

Met Pro His Gly Gly Ser Ser Asn Asn Leu Cys His Thr Leu Gly Pro 
10 15 20 

gtg cat cct cct gac cca cag agg cat ccc aac acg ctg tct ttt cgc 269 
Val His Pro Pro Asp Pro Gin Arg His Pro Asn Thr Leu Ser Phe Arg 

25 30 35 

tgc teg ctg gcg gac ttc cag ate gaa aag aag ata ggc ega gga cag 317 
Cys Ser Leu Ala Asp Phe Gin He Glu Lys Lys He Gly Arg Gly Gin 
40 45 50 55 

ttc age gag gtg tac aag gee acc tgc ctg ctg gac agg aag aca gtg 365 
Phe Ser Glu Val Tyr Lys Ala Thr Cys Leu Leu Asp Arg Lys Thr Val 
60 65 70 

get ctg aag aag gtg cag ate ttt gag atg atg gac gee aag gcg agg 413 
Ala Leu Lys Lys Val Gin He Phe Glu Met Met Asp Ala Lys Ala Arg 
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75 80 85 

cag gac tgt gtc aag gag ate ggc etc ttg aag caa etg aac eac oca 461 
Gin Asp Cys Val Lys Glu lie Gly Leu Leu Lys Gin Leu Asn His Pro 
90 95 100 

aat ate ate aag tat ttg gac teg ttt ate gaa gac aac gag etg aac 509 
Asn He He Lys Tyr Leu Asp Ser Phe He Glu Asp Asn Glu Leu Asn 
105 110 115 

att gtg etg gag ttg get gac gca ggg gac etc teg cag atg ate aag 557 
He Val Leu Glu Leu Ala Asp Ala Gly Asp Leu Ser Gin Met He Lys 
120 125 130 135 



tae ttt aag aag cag aag egg etc ate ccg gag agg aca gta tgg aag 605 
Tyr Phe Lys Lys Gin Lys Arg Leu He Pro Glu Arg Thr Val Trp Lys 
140 145 150 

tae ttt gtg cag etg tgc age gee gtg gag cac atg eat tea ege egg 653 
Tyr Phe Val Gin Leu Cys Ser Ala Val Glu His Met His Ser Arg Arg 
155 160 165 



gtg atg cac ega gac ate aag cct gee aac gtg tte ate aca gee aeg 701 
Val Met His Arg Asp lie Lys Pro Ala Asn Val Phe He Thr Ala Thr 
170 175 180 

ggc gtc gtg aag etc ggt gac ctt ggt etg ggc egc tte tte age tct 749 
Gly Val Val Lys Leu Gly Asp Leu Gly Leu Gly Arg Phe Phe Ser Ser 
185 190 195 



15 1 



mfiE# 2001-3116643 



#2000—402288 



gag acc acc gca gcc cac tec eta gtg ggg aeg cce tac tac atg tea 797 
Glu Thr Thr Ala Ala His Ser Leu Val Gly Thr Pro Tyr Tyr Met Ser 
200 205 210 215 

ccg gag agg ate eat gag aae gge tac aae ttc aag tee gae ate tgg 845 
Pro Glu Arg He His Glu Asn Gly Tyr Asn Phe Lys Ser Asp He Trp 
220 225 230 

tee ttg ggc tgt ctg ctg tac gag atg gca gcc etc eag age cce ttc 893 
Ser Leu Gly Cys Leu Leu Tyr Glu Met Ala Ala Leu Gin Ser Pro Phe 
235 240 245 

tat gga gat aag atg aat etc ttc tee ctg tgc cag aag ate gag eag 941 
Tyr Gly Asp Lys Met Asn Leu Phe Ser Leu Cys Gin Lys He Glu Gin 
250 255 260 

tgt gae tac cce cca etc cce ggg gag cac tac tec gag aag tta cga 989 
Cys Asp Tyr Pro Pro Leu Pro Gly Glu His Tyr Ser Glu Lys Leu Arg 
265 270 275 

gaa ctg gtc age atg tgc ate tgc ect gae cce cac cag aga cct gae 1037 
Glu Leu Val Ser Met Cys He Cys Pro Asp Pro His Gin Arg Pro Asp 
280 285 290 295 

ate gga tac gtg cac cag gtg gcc aag cag atg cac ate tgg atg tec 1085 
He Gly Tyr Val His Gin Val Ala Lys Gin Met His He Trp Met Ser 
300 305 310 
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age acc tgagcgtgga tgcaccgtgc cttatcaaag ccagcaccac tttgccttac 1141 
Ser Thr 

ttgagtcgtc ttctcttcga gtggccacct ggtagcctag aacagctaag accacagggt 1201 

tcagcaggtt ccccaaaagg ctgcccagcc ttacagcaga tgctgaaggc agagcagctg 1261 

agggaggggc gctggccaca tgtcactgat ggtcagattc caaagtcctt tctttatact 1321 

gttgtggaca atctcagctg ggtcaataag ggcaggtggt tcagcgagcc acggcagccc 1381 

cctgtatctg gattgtaatg tgaatcttta gggtaattcc tccagtgacc tgtcaaggct 1441 

tatgctaaca ggagacttgc aggagaccgt gtgatttgtg tagtgagcct ttgaaaatgg 1501 

ttagtaccgg gttcagttta gttcttggta tcttttcaat caagctgtgt gcttaattta 1561 

ctctgttgta aagggataaa gtggaaatca tttttt 1597 

<210> 41 
<211> 371 
<212> PRT 

<213> Homo sapiens 
<400> 41 

Met Ser His Glu Lys Ser Phe Leu Val Set Gly Asp Asn Tyr Pro Pro 
15 10 15 

Pro Asn Pro Gly Tyr Pro Gly Gly Pro Gin Pro Pro Met Pro Pro Tyr 
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20 



25 



30 



Ala Gin Pro Pro Tyr Pro Gly Ala Pro Tyr Pro Gin Pro Pro Phe Gin 
35 40 45 

Pro Ser Pro Tyr Gly Gin Pro Gly Tyr Pro His Gly Pro Ser Pro Tyr 

50 55 60 

Pro Gin Gly Gly Tyr Pro Gin Gly Pro Tyr Pro Gin Gly Gly Tyr Pro 
65 70 75 80 

Gin Gly Pro Tyr Pro Gin Glu Gly Tyr Pro Gin Gly Pro Tyr Pro Gin 
85 90 95 

Gly Gly Tyr Pro Gin Gly Pro Tyr Pro Gin Ser Pro Phe Pro Pro Asn 
100 105 110 

Pro Tyr Gly Gin Pro Gin Val Phe Pro Gly Gin Asp Pro Asp Ser Pro 

115 120 125 

Gin His Gly Asn Tyr Gin Glu Glu Gly Pro Pro Ser Tyr Tyr Asp Asn 
130 135 140 

Gin Asp Phe Pro Ala Thr Asn Trp Asp Asp Lys Ser He Arg Gin Ala 
145 150 155 160 



Phe lie Arg Lys Val Phe Leu Val Leu Thr Leu Gin Leu Ser Val Thr 
165 170 175 
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Leu Ser Thr Val Ser Val Phe Thr Phe Val Ala Glu Val Lys Gly Phe 
180 185 190 

Val Arg Glu Asn Val Trp Thr Tyr Tyr Val Ser Tyr Ala Val Phe Phe 
195 200 205 

He Ser Leu lie Val Leu Ser Cys Cys Gly Asp Phe Arg Arg Lys His 
210 215 220 

Pro Trp Asn Leu Val Ala Leu Ser Val Leu Thr Ala Ser Leu Ser Tyr 

225 230 235 240 

Met Val Gly Met He Ala Ser Phe Tyr Asn Thr Glu Ala Val He Met 

245 250 255 

Ala Val Gly He Thr Thr Ala Val Cys Phe Thr Val Val He Phe Ser 
260 265 270 

Met Gin Thr Arg Tyr Asp Phe Thr Ser Cys Met Gly Val Leu Leu Val 
275 280 285 

Ser Met Val Val Leu Phe He Phe Ala He Leu Cys He Phe He Arg 

290 295 300 

Asn Arg He Leu Glu He Val Tyr Ala Ser Leu Gly Ala Leu Leu Phe 

305 310 315 320 



Thr Cys Phe Leu Ala Val Asp Thr Gin Leu Leu Leu Gly Asn Lys Gin 
325 330 335 
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Leu Ser Leu Ser Pro Glu Glu Tyr Val Phe Ala Ala Leu Asn Leu Tyr 

340 345 350 

Thr Asp He He Asn He Phe Leu Tyr He Leu Thr He He Gly Arg 
355 360 365 

Ala Lys Glu 
370 

<210> 42 
<2n> 1781 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (91).. (1203) 

<400> 42 

attggccatc accgcgcggc cgcgcagcgg acaccgtgcg taccggcctg cggcgcccgg 60 

ccaccggggc ggaccgcgga acccgaggcc atg tec cat gaa aag agt ttt ttg 114 

Met Ser His Glu Lys Ser Phe Leu 
1 5 

gtg tct ggg gac aac tat cot ccc ccc aac cct gga tat ccg ggg ggg 162 
Val Ser Gly Asp Asn Tyr Pro Pro Pro Asn Pro Gly Tyr Pro Gly Gly 
10 15 20 
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ccc cag cca ccc atg ccc ccc tat get cag cct ccc tac cct ggg gcc 210 
Pro Gin Pro Pro Met Pro Pro Tyr Ala Gin Pro Pro Tyr Pro Gly Ala 
25 30 35 40 

cct tac cca cag ccc cct ttc cag ccc tec ccc tac ggt cag cca ggg 258 
Pro Tyr Pro Gin Pro Pro Phe Gin Pro Ser Pro Tyr Gly Gin Pro Gly 
45 50 55 

tac ccc cat ggc ccc age ccc tac ccc caa ggg ggc tac cca cag ggt 306 
Tyr Pro His Gly Pro Ser Pro Tyr Pro Gin Gly Gly Tyr Pro Gin Gly 
60 65 70 

ccc tac ccc caa ggg ggc tac cca cag ggc ccc tac cca caa gag ggc 354 
Pro Tyr Pro Gin Gly Gly Tyr Pro Gin Gly Pro Tyr Pro Gin Glu Gly 
75 80 85 

tac cca cag ggc ccc tac ccc caa ggg ggc tac ccc cag ggg cca tat 402 
Tyr Pro Gin Gly Pro Tyr Pro Gin Gly Gly Tyr Pro Gin Gly Pro Tyr 
90 95 100 

ccc cag age ccc ttc ccc ccc aac ccc tat gga cag cca cag gtc ttc 450 
Pro Gin Ser Pro Phe Pro Pro Asn Pro Tyr Gly Gin Pro Gin Val Phe 
105 110 115 120 

cca gga caa gac cct gae tea ccc cag cat gga aac t^c cag gag gag 498 
Pro Gly Gin Asp Pro Asp Ser Pro Gin His Gly Asn Tyr Gin Glu Glu 
125 130 135 
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ggt ccc cca tec tac tat gac aac cag gac ttc cct gcc acc aac tgg 546 
Gly Pro Pro Ser Tyr Tyr Asp Asn Gin Asp Phe Pro Ala Thr Asn Trp 

140 145 150 

gat gac aag age ate ega cag gee ttc ate egc aag gtg ttc eta gtg 594 
Asp Asp Lys Ser He Arg Gin Ala Phe He Arg Lys Val Phe Leu Val 

155 160 165 

etg acc ttg cag ctg teg gtg ace ctg tec aeg gtg tet gtg ttc act 642 
Leu Thr Leu Gin Leu Ser Val Thr Leu Ser Thr Val Ser Val Phe Thr 

170 175 180 

ttt gtt gcg gag gtg aag ggc ttt gtc egg gag aat gte tgg ace tac 690 
Phe Val Ala Glu Val Lys Gly Phe Val Arg Glu Asn Val Trp Thr Tyr 

185 190 195 200 

tat gtc tec tat get gtc ttc ttc ate tct etc ate gtc etc age tgt 738 
Tyr Val Ser Tyr Ala Val Phe Phe He Ser Leu He Val Leu Ser Cys 
205 210 215 

tgt ggg gac ttc egg ega aag cae ccc tgg aac ett gtt gca ctg teg 786 
Cys Gly Asp Phe Arg Arg Lys His Pro Trp Asn Leu Val Ala Leu Ser 

220 225 230 

gtc ctg ace gee age ctg teg tac atg gtg ggg atg ate gee age ttc 834 
Val Leu Thr Ala Ser Leu Ser Tyr Met Val Gly Met He Ala Ser Phe 
235 240 245 



tac aac acc gag gea gtc ate atg gee gtg ggc ate ace aca gee gte 882 

15 8 ffilE# 2001-3116643 
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Tyr Asn Thr Glu Ala Val lie Met Ala Val Gly He Thr Thr Ala Val 
250 255 260 



tgc ttc acc gtc gtc ate ttc tec atg eag aee cge tae gac ttc ace 930 
Cys Phe Thr Val Val lie Phe Ser Met Gin Thr Arg Tyr Asp Phe Thr 
265 270 275 280 



tea tge atg gge gtg etc etg gtg age atg gtg gtg etc ttc ate ttc 978 
Ser Cys Met Gly Val Leu Leu Val Ser Met Val Val Leu Phe He Phe 
# 285 290 295 



gee att etc tge ate ttc ate egg aac cge ate etg gag ate gtg tae 1026 
Ala He Leu Cys He Phe He Arg Asn Arg He Leu Glu He Val Tyr 
300 305 310 



gee tea etg gge get etg etc ttc aee tge ttc etc gca gtg gae acc 1074 
Ala Ser Leu Gly Ala Leu Leu Phe Thr Cys Phe Leu Ala Val Asp Thr 

315 320 325 

eag etg etg etg ggg aac aag eag etg tee etg age eca gaa gag tat 1122 
Gin Leu Leu Leu Gly Asn Lys Gin Leu Ser Leu Ser Pro Glu Glu Tyr 

330 335 340 



gtg ttt get geg etg aac etg tae aca gac ate ate aac ate ttc etg 1170 
Val Phe Ala Ala Leu Asn Leu Tyr Thr Asp He He Asn He Phe Leu 

345 350 355 360 

tae ate etc acc ate att gge cge gee aag gag tagcegaget ceagctcget 1223 
Tyr He Leu Thr He He Gly Arg Ala Lys Glu 



15 9 



ffllE# 2001-3116643 



#2000—4 02288 
365 370 
gtgcccgctc aggtggcacg gctggcctgg accctgcccc tggcacggca gtgccagctg 1283 
tacttcccct ctctcttgtc cccaggcaca gcctagggaa aaggatgcct ctctccaacc 1343 
ctcctgtatg tacactgcag atacttccat ttggacccgc tgtggccaca gcatggcccc 1403 
tttagtcctc ccgcccccgc caaggggcag caaggccacg tttccgtgcc acctcctgtc 1463 
tactcattgt tgcatgagcc ctgtctgcca gcccacccca gggactgggg gcagcaccag 1523 
gtcccgggga gagggattga gccaagaggt gagggtgcac gtcttccctc ctgtcccagc 1583 
tccccagcct ggcgtagagc acccctcccc tcccccccac ccccctggag tgctgccctc 1643 
tggggacatg cggagtgggg gtcttatccc tgtgctgagc cctgagggca gagaggatgg 1703 
catgtttcag gggaggggga agccttcctc tcaatttgtt gtcagtgaaa ttccaataaa 1763 
tgggatttgc tctctgcc 1781 

<210> 43 
<211> 393 
<212> PRT 

<213> Homo sapiens 
<400> 43 

Met Ser Asp Glu Arg Glu Val Ala Glu Ala Ala Thr Gly Glu Asp Ala 
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10 



15 



Ser Ser Pro Pro Pro Lys Thr Glu Ala Ala Ser Asp Pro Gin His Pro 
20 25 30 

Ala Ala Ser Glu Gly Ala Ala Ala Ala Ala Ala Ser Pro Pro Leu Leu 

35 40 45 

Arg Cys Leu Val Leu Thr Gly Phe Gly Gly Tyr Asp Lys Val Lys Leu 
50 55 60 

Gin Ser Arg Pro Ala Ala Pro Pro Ala Pro Gly Pro Gly Gin Leu Thr 
65 70 75 80 

Leu Arg Leu Arg Ala Cys Gly Leu Asn Phe Ala Asp Leu Met Ala Arg 
85 90 95 

Gin Gly Leu Tyr Asp Arg Leu Pro Pro Leu Pro Val Thr Pro Gly Met 
100 105 110 

Glu Gly Ala Gly Val Val He Ala Val Gly Glu Gly Val Ser Asp Arg 

115 120 125 

Lys Ala Gly Asp Arg Val Met Val Leu Asn Arg Ser Gly Met Trp Gin 
130 135 140 



Glu Glu Val Thr Val Pro Ser Val Gin Thr Phe Leu He Pro Glu Ala 
145 150 155 160 
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Met Thr Phe Glu Glu Ala Ala Ala Leu Leu Val Asn Tyr He Thr Ala 
165 170 175 

Tyr Met Val Leu Phe Asp Phe Gly Asn Leu Gin Pro Gly His Ser Val 
180 185 190 

Leu Val His Met Ala Ala Gly Gly Val Gly Met Ala Ala Val Gin Leu 
195 200 205 

Cys Arg Thr Val Glu Asn Val Thr Val Phe Gly Thr Ala Ser Ala Ser 

210 215 220 

Lys His Glu Ala Leu Lys Glu Asn Gly Val Thr His Pro lie Asp Tyr 

225 230 235 240 

His Thr Thr Asp Tyr Val Asp Glu He Lys Lys He Ser Pro Lys Gly 
245 250 255 

Val Asp He Val Met Asp Pro Leu Gly Gly Ser Asp Thr Ala Lys Gly 
260 265 270 

Tyr Asn Leu Leu Lys Pro Met Gly Lys Val Val Thr Tyr Gly Met Ala 
275 280 285 

Asn Leu Leu Thr Gly Pro Lys Arg Asn Leu Met Ala Leu Ala Arg Thr 

290 295 300 

Trp Trp Asn Gin Phe Ser Val Thr Ala Leu Gin Leu Leu Gin Ala Asn 
305 310 315 320 
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Arg Ala Val Cys Gly Phe His Leu Gly Tyr Leu Asp Gly Glu Val Glu 

325 330 335 

Leu Val Ser Gly Val Val Ala Arg Leu Leu Ala Leu Tyr Asn Gin Gly 
340 345 350 

His He Lys Pro His He Asp Ser Val Trp Pro Phe Glu Lys Val Ala 
355 360 365 

Asp Ala Met Lys Gin Met Gin Glu Lys Lys Asn Val Gly Lys Val Leu 
370 375 380 

Leu Val Pro Gly Pro Glu Lys Glu Asn 

385 390 

<210> 44 
<2n> 2396 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (50).. (1228) 

<400> 44 

agctgtgcac tctccatcca gctgtgcgct ctcgtcggga gtcccagcc atg tec gac 58 

Met Ser Asp 
1 
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gag aga gag gta gcc gag gca gcg acc ggg gaa gac gcc tct teg ccg 106 
Glu Arg Glu Val Ala Glu Ala Ala Thr Gly Glu Asp Ala Ser Ser Pro 
5 10 15 

cct ccg aaa acc gag gca gcg age gac ccc cag cat ccc gcg gcc tec 154 
Pro Pro Lys Thr Glu Ala Ala Ser Asp Pro Gin His Pro Ala Ala Ser 
20 25 30 35 

gaa ggg gcc gcc gcc gcc gcc gcc tcg ccg cca ctg ctg cgc tgc eta 202 
Glu Gly Ala Ala Ala Ala Ala Ala Ser Pro Pro Leu Leu Arg Cys Leu 
40 45 50 

gtg etc ace ggc ttt" gga ggc tac gac aag gtg aag ctg eag age egg 250 
Val Leu Thr Gly Phe Gly Gly Tyr Asp Lys Val Lys Leu Gin Ser Arg 
55 60 65 

ccg gca gcg ccc ccg gcc cct ggg ccc ggc cag ctg acg ctg cgt ctg 298 
Pro Ala Ala Pro Pro Ala Pro Gly Pro Gly Gin Leu Thr Leu Arg Leu 
70 75 80 

egg gcc tgc ggg etc aac ttc gca gac etc atg get agg cag ggg ctg 346 
Arg Ala Cys Gly Leu Asn Phe Ala Asp Leu Met Ala Arg Gin Gly Leu 
85 90 95 

tac gac cgt etc ccg cct ctg cct gtc act ccg ggc atg gag ggc gcg 394 
Tyr Asp Arg Leu Pro Pro Leu Pro Val Thr Pro Gly Met Glu Gly Ala 
100 105 110 115 
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ggt gtt gtg ate gca gtg ggc gag gga gtc age gac cge aag gea gga 442 
Gly Val Val He Ala Val Gly Glu Gly Val Ser Asp Arg Lys Ala Gly 

120 125 130 

gac egg gtg atg gtg ttg aae egg tea ggg atg tgg cag gaa gag gtg 490 
Asp Arg Val Met Val Leu Asn Arg Ser Gly Met Trp Gin Glu Glu Val 

135 140 145 

aet gtg eee teg gte eag ace tte etg att ect gag gee atg ace ttt 538 
Thr Val Pro Ser Val Gin Thr Phe Leu He Pro Glu Ala Met Thr Phe 

150 155 160 

gag gaa get get gee ttg etc gtc aat tac att aea gcc tac atg gte 586 
Glu Glu Ala Ala Ala Leu Leu Val Asn Tyr He Thr Ala Tyr Met Val 

165 170 175 

etc ttt gac tte ggc aae eta cag cet ggc cac age gte ttg gta cae 634 
Leu Phe Asp Phe Gly Asn Leu Gin Pro Gly His Ser Val Leu Val His 

180 185 190 195 

atg get gea ggg ggt gtg ggt atg get gee gtg cag etg tgc cgt aea 682 
Met Ala Ala Gly Gly Val Gly Met Ala Ala Val Gin Leu Cys Arg Thr 
200 205 210 

gtg gag aat gtg aea gtg tte gga aeg gcc teg gcc age aag cac gag 730 
Val Glu Asn Val Thr Val Phe Gly Thr Ala Ser Ala Ser Lys His Glu 
215 220 225 

gca etg aag gag aat ggg gtc aea eat ecc ate gac tat cac aeg act 778 
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Ala Leu Lys Glu Asn Gly Val Thr His Pro He Asp Tyr His Thr Thr 
230 235 240 

gac tac gtg gat gag ate aag aag att tec cct aaa gga gtg gac att 826 
Asp Tyr Val Asp Glu He Lys Lys He Ser Pro Lys Gly Val Asp He 

245 250 255 

gtc atg gac cct ctg ggt ggg tea gat act gee aag ggc tac aac etc 874 
Val Met Asp Pro Leu Gly Gly Ser Asp Thr Ala Lys Gly Tyr Asn Leu 
260 265 270 275 

ctg aaa ccc atg ggc aaa gtc gtc ace tat gga atg gee aac ctg ctg 922 
Leu Lys Pro Met Gly Lys Val Val Thr Tyr Gly Met Ala Asn Leu Leu 
280 285 290 

acg ggc ccc aaa egg aac ctg atg gee ctg gee egg aca tgg tgg aat 970 
Thr Gly Pro Lys Arg Asn Leu Met Ala Leu Ala Arg Thr Trp Trp Asn 

295 300 305 

cag ttc age gtg aca get ctg cag ctg ctg cag gee aac egg get gtg 1018 
Gin Phe Ser Val Thr Ala Leu Gin Leu Leu Gin Ala Asn Arg Ala Val 

310 315 320 

tgt ggc ttc cac ctg ggc tac ctg gat ggt gag gtg gag ctg gtc agt 1066 
Cys Gly Phe His Leu Gly Tyr Leu Asp Gly Glu Val Glu Leu Val Ser 

325 330 335 

ggt gtg gtg gee ege etc ctg get ctg tac aac cag ggc cac ate aag 1114 
Gly Val Val Ala Arg Leu Leu Ala Leu Tyr Asn Gin Gly His He Lys 
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340 345 350 355 

ccc cac att gac tea gtc tgg ccc ttc gag aag gtg get gat gee atg 1162 
Pro His lie Asp Ser Val Trp Pro Phe Glu Lys Val Ala Asp Ala Met 
360 365 370 

aaa cag atg cag gag aag aag aat gtg ggc aag gtc etc ctg gtt cca 1210 
Lys Gin Met Gin Glu Lys Lys Asn Val Gly Lys Val Leu Leu Val Pro 
375 380 385 

ggg cca gag aag gag aac tagggcaagt ggctgtgaga ccctagagac 1258 
Gly Pro Glu Lys Glu Asn 
390 

cagcgaaggg agaagttggg aagctacgtt ctgttggcca ccagacttgc atttcagcct 1318 
ctgtcataat gctctgccct ccctcccccg aagttctctg tggtgatgac cgctctcccc 1378 
tgcccctccc cgcttcctga cctctgaaga ggttgggaag tgaccatttg gatgtctggg 1438 

# 

ccctgccaag gcgacaggga gggtcagagg gaggccggct gcttcctgcc cccacccttt 1498 

ccccgggcct gctgtgctgc ttttgtgcca aggttagcca gtcccccctg ttgtgttcca 1558 

tgtgctttca cctctgcctc atctttcctc ccgtccctgc cccgccacct ccccaaagaa 1618 

ttgaaacgtc agctcaggat atggggccaa tctctgtgag tccagcatgt acctgtctct 1678 

ccctagtgtc ccttcagcct gggctgacca gtgcccgcct ctgggcttga ccagttccca 1738 
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atctcgtcct ctgtccccaa cttcttaagc acaattgggc ttcttccatc tccaggtttt 1798 

ctgccattct taaccaaggc agccccaagc ctcctgggga ggcagggcaa aaacaggtgc 1858 

cctcatcgtg gtctgtgcca tgtcccgtct ctatggtggt tgaggagaaa ggcggggaag 1918 

cttcctcagc cttgcagata tgtgtggcat ttactagcca gagctctgaa aggcagtgct 1978 

gtctgtttct tgtactggga ccaaagtaaa aatccaagca cattcccctt gcagttaggg 2038 

gaggccctac tgccttctca aagcagagag gcagcttatc aaactcagcc caaaactctg 2098 

tttacatggg tggggagatg gagcagggaa gtacagagtg ggatggtcag gacctgggcc 2158 

attgcaacca aaatggggac ttcctgggta gggaggtcac tccctctact cactgagcta 2218 

ggattaggga gggttattgc cccaaccatt gcaatgggag gtggagggac aggctcagcc 2278 

tcctcattgt ctaaatgagg cctaaatgtg tgaagtgcga tttctgcttt tgtgtacccc 2338 

accaccccat taccacagct gcctttgtgt gtttgtgtca ataaaaagcc aaaccctg 2396 

<210> 45 
<211> 393 
<212> PRT 

<213> Homo sapiens 



<400> 45 
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Net Ser Asp Glu Arg Glu Val Ala Glu Ala Ala Thr Gly Glu Asp Ala 

1 5 10 15 

Ser Ser Pro Pro Pro Lys Thr Glu Ala Ala Ser Asp Pro Gin His Pro 
20 25 30 

Ala Ala Ser Glu Gly Ala Ala Ala Ala Ala Ala Ser Pro Pro Leu Leu 
35 40 45 

Arg Cys Leu Val Leu Thr Gly Phe Gly Gly Tyr Asp Lys Val Lys Leu 

50 55 60 

Gin Ser Arg Pro Ala Ala Pro Pro Ala Pro Gly Pro Gly Gin Leu Thr 

65 70 75 80 

Leu Arg Leu Arg Ala Cys Gly Leu Asn Phe Ala Asp Leu Met Ala Arg 
85 90 95 

Gin Gly Leu Tyr Asp Arg Leu Pro Pro Leu Pro Val Thr Pro Gly Met 
100 105 110 

Glu Gly Ala Gly Val Val He Ala Val Gly Glu Gly Val Ser Asp Arg 

115 120 125 

Lys Ala Gly Asp Arg Val Met Val Leu Asn Arg Ser Gly Met Trp Gin 

130 135 140 



Glu Glu Val Thr Val Pro Ser Val Gin Thr Phe Leu He Pro Glu Ala 
145 150 155 160 
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Met Thr Phe Glu Glu Ala Ala Ala Leu Leu Val Asn Tyr He Thr Ala 

165 170 175 

Tyr Met Val Leu Phe Asp Phe Gly Asn Leu Gin Pro Gly His Ser Val 
180 185 190 

Leu Val His Met Ala Ala Gly Gly Val Gly Met Ala Ala Val Gin Leu 
195 200 205 

Cys Arg Thr Val Glu Asn Val Thr Val Phe Gly Thr Ala Ser Ala Ser 
210 215 220 

Lys His Glu Ala Leu Lys Glu Asn Gly Val Thr His Pro He Asp Tyr 

225 230 235 240 

His Thr Thr Asp Tyr Val Asp Glu He Lys Lys He Ser Pro Lys Gly 

245 250 255 

Val Asp He Val Met Asp Pro Leu Gly Gly Ser Asp Thr Ala Lys Gly 
260 265 270 

Tyr Asn Leu Leu Lys Pro Met Gly Lys Val Val Thr Tyr Gly Met Ala 
275 280 285 

Asn Leu Leu Thr Gly Pro Lys Arg Asn Leu Met Ala Leu Ala Arg Thr 
290 295 300 



Trp Trp Asn Gin Phe Ser Val Thr Ala Leu Gin Leu Leu Gin Ala Asn 
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305 310 315 320 

Arg Ala Val Cys Gly Phe His Leu Gly Tyr Leu Asp Gly Glu Val Glu 
325 330 335 

Leu Val Ser Gly Val Val Ala Arg Leu Leu Ala Leu Tyr Asn Gin Gly 

340 345 350 

His He Lys Pro His He Asp Ser Val Trp Pro Phe Glu Lys Val Ala 

355 380 365 

Asp Ala Met Lys Gin Met Gin Glu Lys Lys Asn Val Gly Lys Val Leu 
370 375 380 

Leu Val Pro Gly Pro Glu Lys Gin Asn 
385 390 

<210> 46 
<211> 2396 
<212> DMA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (50).. (1228) 

<400> 46 

agctgtgcac tctccatcca gctgtgcgct ctcgtcggga gtcccagcc atg tec gac 58 

Met Ser Asp 
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gag aga gag gta gcc gag gca gcg acc ggg gaa gac gcc tct tcg ccg 106 
Glu Arg Glu Val Ala Glu Ala Ala Thr Qly Glu Asp Ala Ser Ser Pro 
5 10 15 



cct ccg aaa acc gag gca gcg age gac ccc cag cat ccc gcg gcc tec 154 
Pro Pro Lys Thr Glu Ala Ala Ser Asp Pro Gin His Pro Ala Ala Ser 
20 25 30 35 

gaa ggg gcc gcc gcc gcc gcc gcc tcg ccg cca ctg ctg cgc tgc eta 202 
Glu Gly Ala Ala Ala Ala Ala Ala Ser Pro Pro Leu Leu Arg Cys Leu 
40 45 50 



gtg etc acc ggc ttt gga ggc tac gac aag gtg aag ctg cag age egg 250 
Val Leu Thr Gly Phe Gly Gly Tyr Asp Lys Val Lys Leu Gin Ser Arg 
55 60 65 

ccg gca geg ccc ccg gcc cct ggg ccc ggc cag ctg aeg ctg cgt ctg 298 
Pro Ala Ala Pro Pro Ala Pro Gly Pro Gly Gin Leu Thr Leu Arg Leu 
70 75 80 



egg gee tgc ggg etc aac tte gca gac etc atg get agg cag ggg ctg 346 
Arg Ala Cys Gly Leu Asn Phe Ala Asp Leu Met Ala Arg Gin Gly Leu 
85 90 95 

tac gac cgt etc ccg ect ctg cct gte act ccg ggc atg gag ggc geg 394 
Tyr Asp Arg Leu Pro Pro Leu Pro Val Thr Pro Gly Met Glu Gly Ala 
100 105 110 115 
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ggt gtt gtg ate gca gtg ggc gag gga gtc age gae cgc aag gca gga 442 
Gly Val Val lie Ala Val Gly Glu Gly Val Ser Asp Arg Lys Ala Gly 
120 125 130 

gae egg gtg atg gtg ttg aac egg tea ggg atg tgg cag gaa gag gtg 490 
Asp Arg Val Met Val Leu Asn Arg Ser Gly Met Trp Gin Glu Glu Val 
135 140 145 

act gtg ece teg gtc cag acc tte ctg att cet gag gcc atg ace ttt 538 
Thr Val Pro Ser Val Gin Tlir Phe Leu lie Pro Glu Ala Met Thr Phe 
150 155 160 

gag gaa get get gcc ttg etc gtc aat tac att aca gcc tac atg gtc 586 
Glu Glu Ala Ala Ala Leu Leu Val Asn Tyr He Thr Ala Tyr Met Val 
165 170 175 

etc ttt gae tte ggc aac eta cag ect ggc eae age gtc ttg gta eae 634 
Leu Phe Asp Phe Gly Asn Leu Gin Pro Gly His Ser Val Leu Val His 
180 185 190 195 

atg get gca ggg ggt gtg ggt atg get gcc gtg cag ctg tgc cgt aea 682 
Met Ala Ala Gly Gly Val Gly Met Ala Ala Val Gin Leu Cys Arg Thr 
200 205 210 

gtg gag aat gtg aea gtg tte gga acg gee teg gcc age aag eae gag 730 
Vai Glu Asn Val Thr Val Phe Gly Thr Ala Ser Ala Ser Lys His Glu 
215 220 225 
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gca ctg aag gag aat ggg gtc aca cat ccc ate gac tat cac acg act 778 
Ala Leu Lys Glu Asn Gly Val Thr His Pro lie Asp Tyr His Thr Thr 

230 235 240 

gac tac gtg gat gag ate aag aag att tec ect aaa gga gtg gac att 826 
Asp Tyr Val Asp Glu He Lys Lys lie Ser Pro Lys Gly Val Asp He 

245 250 255 

gtc atg gac ect ctg ggt ggg tea gat act gee aag ggc tac aac etc 874 
Val Met Asp Pro Leu Gly Gly Ser Asp Thr Ala Lys Gly Tyr Asn Leu 

260 265 270 275 

ctg aaa ccc atg ggc aaa gtc gtc ace tat gga atg gee aac ctg ctg 922 
Leu Lys Pro Met Gly Lys Val Val Thr Tyr Gly Met Ala Asn Leu Leu 

280 285 290 

acg ggc ccc aaa egg aac ctg atg gee ctg gee egg aca tgg tgg aat 970 
Thr Gly Pro Lys Arg Asn Leu Met Ala Leu Ala Arg Thr Trp Trp Asn 
295 300 305 

cag ttc age gtg aca get ctg cag ctg ctg cag gee aac egg get gtg 1018 
Gin Phe Ser Val Thr Ala Leu Gin Leu Leu Gin Ala Asn Arg Ala Val 
310 315 320 

tgt ggc ttc cac ctg ggc tac ctg gat ggt gag gtg gag ctg gtc agt 1066 
Cys Gly Phe His Leu Gly Tyr Leu Asp Gly Glu Val Glu Leu Val Ser 
325 330 335 

ggt gtg gtg gee cgc etc ctg get ctg tac aac cag ggc cac ate aag 1114 



17 4 



ffill#2 001-3116643 



#2000—4 02288 

Gly Val Val Ala Arg Leu Leu Ala Leu Tyr Asn Gin Gly His He Lys 
340 345 350 355 

ccc cac att gac tea gtc tgg ccc ttc gag aag gtg get gat gee atg 1162 
Pro His He Asp Ser Val Trp Pro Phe Glu Lys Val Ala Asp Ala Met 
360 365 370 

aaa eag atg eag gag aag aag aat gtg gge aag gte ete etg gtt eca 1210 
Lys Gin Met Gin Glu Lys Lys Asn Val Gly Lys Val Leu Leu Val Pro 
375 380 385 

ggg eea gag aag eag aae tagggcaagt ggctgtgaga ccctagagae 1258 
Gly Pro Glu Lys Gin Asn 
390 

eagegaaggg agaagttggg aagctacgtt etgttggeea ecagaettge attteageet 1318 
etgteataat getctgceet eceteeceeg aagttetetg tggtgatgae egeteteeec 1378 
tgeeectcce egetteetga ectctgaaga ggttgggaag tgaecatttg gatgtetggg 1438 
eectgecaag gcgaeaggga gggteagagg gaggccggct gctteetgee eeeaeeettt 1498 
ceeegggeet getgtgetge ttttgtgeea aggttageea gtceeeeetg ttgtgtteea 1558 
tgtgetttea eetctgeete atettteete eegteeetgc eecgeeaeet eeceaaagaa 1618 
ttgaaaegte ageteaggat atggggceaa tetetgtgag teeageatgt acetgtetct 1678 
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ccctagtgtc ccttcagcct gggctgacca gtgcccgcct ctgggcttga ccagttccca 1738 
atctcgtcct ctgtccccaa cttcttaagc acaattgggc ttcttccatc tccaggtttt 1798 
ctgccattct taaccaaggc agccccaagc ctcctgggga ggcagggcaa aaacaggtgc 1858 
cctcatcgtg gtctgtgcca tgtcccgtct ctatggtggt tgaggagaaa ggcggggaag 1918 
cttcctcagc cttgcagata tgtgtggcat ttactagcca gagctctgaa aggcagtgct 1978 
gtctgtttct tgtactggga ccaaagtaaa aatccaagca cattcccctt gcagttaggg 2038 
gaggccctac tgccttctca aagcagagag gcagcttatc aaactcagcc caaaactctg 2098 
tttacatggg tggggagatg gagcagggaa gtacagagtg ggatggtcag gacctgggcc 2158 
attgcaacca aaatggggac ttcctgggta gggaggtcac tccctctact cactgagcta 2218 
ggattaggga gggttattgc cccaaccatt gcaatgggag gtggagggac aggctcagcc 2278 
tcctcattgt ctaaatgagg cctaaatgtg tgaagtgcga tttctgcttt tgtgtacccc 2338 
accaccccat taccacagct gcctttgtgt gtttgtgtca ataaaaagcc aaaccctg 2398 

<210> 47 
<211> 138 
<212> PRT 

<213> Homo sapiens 

17 6 2001-3116643 



#2000—4 02288 
<400> 47 

Met He Ser Leu Thr Asp Thr Gin Lys He Gly Met Gly Leu Thr Gly 
15 10 15 

Phe Gly Val Phe Phe Leu Phe Phe Gly Met He Leu Phe Phe Asp Lys 

20 25 30 

Ala Leu Leu Ala He Gly Asn Val Leu Phe Val Ala Gly Leu Ala Phe 
35 40 45 

Val He Gly Leu Glu Arg Thr Phe Arg Phe Phe Phe Gin Lys His Lys 
50 55 60 

Met Lys Ala Thr Gly Phe Phe Leu Gly Gly Val Phe Val Val Leu He 
65 70 75 80 

Gly Trp Pro Leu He Gly Met He Phe Glu He Tyr Gly Phe Phe Leu 
85 90 95 

Leu Phe Arg Gly Phe Phe Pro Val Val Val Gly Phe He Arg Arg Val 
100 105 110 

Pro Val Leu Gly Ser Leu Leu Asn Leu Pro Gly He Arg Ser Phe Val 
115 120 125 

Asp Lys Val Gly Glu Ser Asn Asn Met Val 
130 135 

<210> 48 



17 7 



2001-3116643 



#2 000 — 4 02288 



<211> 2976 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (110).. (523) 



<400> 48 

^ agacgtggcg gctctcgcct gggctgtttc ccggcttcat ttctcccgac tcagcttccc 60 

accctgggct ttccgaggtg ctgtcgccgc tgtccccacc actgcagcc atg ate tec 118 

Met He Ser 
1 

tta acg gac acg cag aaa att gga atg gga tta aca gga ttt gga gtg 166 
Leu Thr Asp Thr Gin Lys lie Gly Met Gly Leu Thr Gly Phe Gly Val 
5 10 15 

^ ttt ttc ctg ttc ttt gga atg att etc ttt ttt gac aaa gca eta ctg 214 

Phe Phe Leu Phe Phe Gly Met He Leu Phe Phe Asp Lys Ala Leu Leu 

20 25 30 35 



get att gga aat gtt tta ttt gta gee ggc ttg get ttt gta att ggt 262 

Ala He Gly Asn Val Leu Phe Val Ala Gly Leu Ala Phe Val He Gly 
40 45 50 

tta gaa aga aca ttc aga ttc ttc ttc caa aaa cat aaa atg aaa get 310 

Leu Glu Arg Thr Phe Arg Phe Phe Phe Gin Lys His Lys Met Lys Ala 
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55 



80 



65 



aca ggt ttt ttt ctg ggt ggt gta ttt gta gtc ctt att ggt tgg cct 358 
Thr Gly Phe Phe Leu Gly Gly Val Phe Val Val Leu lie Gly Trp Pro 
70 75 80 



ttg ata ggc atg ate ttc gaa att tat gga ttt ttt etc ttg tte agg 406 
Leu lie Gly Met He Phe Glu He Tyr Gly Phe Phe Leu Leu Phe Arg 
85 90 95 

gge ttc ttt cct gtc gtt gtt ggc ttt att aga aga gtg cca gtc ctt 454 
Gly Phe Phe Pro Val Val Val Gly Phe He Arg Arg Val Pro Val Leu 
100 105 110 115 



gga tec etc eta aat tta cct gga att aga tea ttt gta gat aaa gtt 502 
Gly Ser Leu Leu Asn Leu Pro Gly He Arg Ser Phe Val Asp Lys Val 
120 125 130 



gga gaa age aac aat atg gta taaeaacaag tgaatttgaa gaeteattta 553 
Gly Glu Ser Asn Asn Met Val 
135 



aaatattgtg ttatttataa agtcatttga agaatattea geacaaaatt aaattacatg 613 
aaatagettg taatgttctt tacaggagtt taaaacgtat agectacaaa gtaccageag 673 
caaattagca aagaagcagt gaaaacagge ttctaetcaa gtgaaetaag aagaagtcag 733 



eaagcaaact gagagaggtg aaatccatgt taatgatget taagaaaetc ttgaaggcta 793 
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#2 0 0 0-4 0 



2 2 8 8 





tttgtgttgt ttttccacaa tgtgcgaaac tcagccatcc ttagagaact gtggtgcctg 853 
tttcttttct ttttattttg aaggctcagg agcatccata ggcatttgct ttttagaaat 913 
gtccactgca atggcaaaaa tatttccagt tgcactgtat ctctggaagt gatgcatgaa 973 
ttcgattgga ttgtgtcatt ttaaagtatt aaaaccaagg aaaccccaat tttgatgtat 1033 

^ ggattacttt tttttgtaaa catggttaaa ataaaacttc tgtggttctt ctgaatctta 1093 
atatttcaaa gccaggtgaa aatctgaact agatattctt tgttggaata tgcaaaggtc 1153 
attctttact aacttttagt tactaaatta tagctaagtt ttgtcagcag catactccgg 1213 
aaagtctcat acttcttggg agtctgccct cctaagtatc tgtctatatc attcattacg 1273 
tgtaagtatt taacaaaaaa gcattcttga ccatgaatga agtagtttgt ttcatagctt 1333 

^ gtctcattga atagtattat tgaagatact aaatgatgca aaccaaatgg attttttcca 1393 
tgtcatgatg taatttttct ttcttctttc ttttttttaa attttagcag tggcttatta 1453 
tttgtttttc ataaattaaa ataacttttg ataatgttta ctttaagaca tgtaacatgt 1513 
taaaaggtta aacttatggc tgtttttaaa gggctattca tttaatctga gttttccctt 1573 
attttcagct ttttcctagc atataatagt cattaagcat gacatatcct tcatatgatc 1633 



1 8 0 



ffi|I#2 001-3116643 



4#2000 — 4 02288 

actcatcttg agttaattag aaaatacctg agttcacgtg ctaaagtcat ttcactgtaa 1693 

taaactgact atggtttctt aagaacatga cactaaaaaa aaagtggttt ttttccaccg 1753 

ttgctgatta ttagacagta ggaaatagct gttttcttta gttttacaag atgtgacagc 1813 

tttagtggta gatgtaggga aacatttcaa cagccatagt actatttgtt ttaccactga 1873 

ttgcactgtt ttgttttttt aacagttgca aagcttttta atgcataaaa gtataattga 1933 

aatctgtggt atttatttac aaacatgtct acaaaaatag attacagctt attttatttt 1993 

tagttaaatc tcttaataca cagagaactc ccaatcttgc tcatctaaat aaggaaagac 2053 

ttggtgtata gtgtgatggt ttagtcttaa ggattaagac atttttggta cttgcatttg 2113 

acttacgatg tatctgtgaa aatgggatga tattgacaaa tggagactcc tacctcaata 2173 

gttaatggaa taataagagg ctactgttgt gtctaatgtt cttcaaaaaa gtaatatcct 2233 

cacttggaga gtgtcaaata catactttga ggattgactt tatataaggt gccctgtaga 2293 

actctgttac acatattttt gacccatatt atttacaatg tcttgataat tctacctttt 2353 

tagagcaaga atagtatctg ctaatgtaag ggacatctgt atttaactcc tttgtagaca 2413 

tgaatttcta tcaaaatgtt ctttgcactg taacagagat tccttttttc aataatctta 2473 

attcaaaagc attattagac ttgaaagggt ttgataatct cccagtcctt agtaaagatt 2533 
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gagagaggct ggagcagttt tcagttttaa atgagtctgc agttaatatc aaatgtgagt 2593 

ttgggactgc ctggcaacat ttatatttct tattcagaac ccttgatgag actattttta 2653 

aacatactag tctgctgata gaaagcacta tacatcctat tgtttctttc tttccaaaat 2713 

cagccttctg tctgtaacaa aaatgtactt tatagagatg gaggaaaagg tctaatacta 2773 

catagcctta agtgtttctg tcattgttca agtgtatttt ctgtaacaga aacatatttg 2833 

gaatgttttt cttttcccct tataaattgt aattcctgaa atactgctgc tttaaaaagt 2893 

cccactgtca gattatatta tctaacaatt gaatattgta aatatacttg tcttacctct 2953 

caataaaagg gtacttttct att 2976 

<210> 49 
<211> 359 
<212> PRT 

<213> Homo sapiens 

<400> 49 

Met Ser Lys Glu Thr He lie Lys Cys Glu Lys Gin Lys Pro Arg Phe 
15 10 15 

His Ala Phe Leu Lys lie Asn Gin Ala Lys Pro Glu Cys Gly Arg Gin 
20 25 30 

18 2 2001-3116643 
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Ser Leu Val Glu Leu Leu lie Arg Pro Val Gin Arg Leu Pro Ser Val 
35 40 45 

Ala Leu Leu Leu Asn Asp Leu Lys Lys His Thr Ala Asp Glu Asn Pro 
50 55 60 

Asp Lys Ser Thr Leu Glu Lys Ala He Gly Ser Leu Lys Glu Val Met 
65 70 75 80 

Thr His lie Asn Glu Asp Lys Arg Lys Thr Glu Ala Gin Lys Gin He 
85 90 95 

Phe Asp Val Val Tyr Glu Val Asp Gly Cys Pro Ala Asn Leu Leu Ser 
100 105 110 

Ser His Arg Ser Leu Val Gin Arg Val Glu Thr He Ser Leu Gly Glu 
115 120 125 

His Pro Cys Asp Arg Gly Glu Gin Val Thr Leu Phe Leu Phe Asn Asp 
130 135 140 

Cys Leu Glu He Ala Arg Lys Arg His Lys Val He Gly Thr Phe Arg 
145 150 155 160 

Ser Pro His Gly Gin Thr Arg Pro Pro Ala Ser Leu Lys His He His 
165 170 175 



Leu Met Pro Leu Ser Gin He Lys Lys Val Leu Asp He Arg Glu Thr 
180 185 190 
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Glu Asp Cys His Asn Ala Phe Ala Leu Leu Val Arg Pro Pro Thr Glu 

195 200 205 

Gin Ala Asn Val Leu Leu Ser Phe Gin Met Thr Ser Asp Glu Leu Pro 
210 215 220 

Lys Glu Asn Trp Leu Lys Met Leu Cys Arg His Val Ala Asn Thr lie 
225 230 235 240 

Cys Lys Ala Asp Ala Glu Asn Leu lie Tyr Thr Ala Asp Pro Glu Ser 
245 250 255 

Phe Glu Val Asn Thr Lys Asp Met Asp Ser Thr Leu Ser Arg Ala Ser 

260 265 270 

Arg Ala lie Lys Lys Thr Ser Lys Lys Val Thr Arg Ala Phe Ser Phe 
275 280 285 

Ser Lys Thr Pro Lys Arg Ala Leu Arg Arg Ala Leu Met Thr Ser His 
290 295 300 

Gly Ser Val Glu Gly Arg Ser Pro Ser Ser Asn Asp Lys His Val Met 
305 310 315 320 

Ser Arg Leu Ser Ser Thr Ser Ser Leu Ala Gly lie Pro Ser Pro Ser 
325 330 335 



Leu Val Ser Leu Pro Ser Phe Phe Glu Arg Arg Ser His Thr Leu Ser 
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340 345 350 

Arg Ser Thr Thr His Leu He 
355 

<210> 50 
<211> 2636 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (327) .. (1403) 
<400> 50 

cttcaaagca gtcagcaagg tggcaagttg caaaagagct ttatcaaact gaaagtaatt 60 

atgttaatat attggcaaca attattcagt tatttcaagt accattggaa gaggaaggac 120 

aacgtggtgg acctatcctt gcaccagagg agattaagac tatttttggt agcatcccag 180 

atatctttga tgtacacact aagataaagg atgatcttga agaccttata gttaattggg 240 

atgagagcaa aagcattggt gacatttttc tgaaatattc aaaagatttg gtaaaaacct 300 

accctccctt tgtaaacttc tttgaa atg age aag gaa aca att att aaa tgt 353 

Met Ser Lys Glu Thr lie He Lys Cys 
1 5 
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gaa aaa cag aaa cca aga ttt cat get ttt etc aag ata aac caa gca 401 
Glu Lys Gin Lys Pro Arg Phe His Ala Phe Leu Lys He Asn Gin Ala 

10 15 20 25 

aaa cca gaa tgt gga egg cag age ctt gtt gaa ett ctt ate cga cca 449 
Lys Pro Glu Cys Gly Arg Gin Ser Leu Val Glu Leu Leu He Arg Pro 
30 35 40 

gta cag agg tta ecc agt gtt gca tta ett tta aat gat ett aag aag 497 
Val Gin Arg Leu Pro Ser Val Ala Leu Leu Leu Asn Asp Leu Lys Lys 

45 50 55 

eat aca get gat gaa aat cca gae aaa age act tta gaa aaa get att 545 
His Thr Ala Asp Glu Asn Pro Asp Lys Ser Thr Leu Glu Lys Ala He 

60 65 70 

gga tea ctg aag gaa gta atg acg eat att aat gag gat aag aga aaa 593 
Gly Ser Leu Lys Glu Val Met Thr His He Asn Glu Asp Lys Arg Lys 
75 80 85 

aca gaa get caa aag caa att ttt gat gtt gtt tat gaa gta gat gga 641 
Thr Glu Ala Gin Lys Gin He Phe Asp Val Val Tyr Glu Val Asp Gly 

90 95 100 105 

tge cca get aat ctt tta tct tet cac cga age tta gta cag egg gtt 689 
Cys Pro Ala Asn Leu Leu Ser Ser His Arg Ser Leu Val Gin Arg Val 
110 115 120 

gaa aca att tet eta ggt gag cac ecc tgt gae aga gga gaa caa gta 737 
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Glu Thr lie Ser Leu Gly Glu His Pro Cys Asp Arg Gly Glu Gin Val 
125 130 135 



act etc ttc etc ttc aat gat tgc eta gag ata gca aga aaa egg cac 785 
Thr Leu Phe Leu Phe Asn Asp Cys Leu Glu lie Ala Arg Lys Arg His 
140 145 150 



aag gtt att ggc act ttt agg agt cct cat ggc caa ace ega ccc eca 
Lys Val He Gly Thr Phe Arg Ser Pro His Gly Gin Thr Arg Pro Pro 
155 160 165 



833 



get tet ett aag cat att cac eta atg cct ett tct cag att aag aag 
Ala Ser Leu Lys His lie His Leu Met Pro Leu Ser Gin lie Lys Lys 
170 175 180 185 



881 



gta ttg gac ata aga gag aca gaa gat tgc cat aat get ttt gee ttg 929 

Val Leu Asp He Arg Glu Thr Glu Asp Cys His Asn Ala Phe Ala Leu 

190 195 200 

ett gtg agg eca eca aca gag cag gca aat gtg eta etc agt ttc cag 977 

Leu Val Arg Pro Pro Thr Glu Gin Ala Asn Val Leu Leu Ser Phe Gin 

205 210 215 



atg aca tea gat gaa ett eca aaa gaa aac tgg eta aag atg ctg tgt 1025 

Met Thr Ser Asp Glu Leu Pro Lys Glu Asn Trp Leu Lys Met Leu Cys 

220 225 230 

ega cat gta get aac ace att tgt aaa gca gat get gag aat ett att 1073 

Arg His Val Ala Asn Thr He Cys Lys Ala Asp Ala Glu Asn Leu He 
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235 240 245 

tat act get gat cca gaa tec ttt gaa gta aat aca aaa gat atg gae 1121 
Tyr Thr Ala Asp Pro Glu Ser Phe Glu Val Asn Thr Lys Asp Met Asp 
250 255 260 265 

agt aca ttg agt aga gca tea aga gea ata aaa aag act tea aaa aag 1169 
Ser Thr Leu Ser Arg Ala Ser Arg Ala lie Lys Lys Thr Ser Lys Lys 
270 275 280 

gtt aca aga gca tte tet tte tee aaa act cca aaa aga get ett cga 1217 
Val Thr Arg Ala Phe Ser Phe Ser Lys Thr Pro Lys Arg Ala Leu Arg 
285 290 295 

agg get ett atg aca tec cae ggc tea gtg gag gga aga agt ect tec 1265 
Arg Ala Leu Met Thr Ser His Gly Ser Val Glu Gly Arg Ser Pro Ser 
300 305 310 

age aat gat aag eat gta atg agt cgt ett tet age aca tea tea tta 1313 
Ser Asn Asp Lys His Val Met Ser Arg Leu Ser Ser Thr Ser Ser Leu 
315 320 325 

gea ggt ate ect tet eee tec ett gte age ett ect tec tte ttt gaa 1361 
Ala Gly He Pro Ser Pro Ser Leu Val Ser Leu Pro Ser Phe Phe Glu 
330 335 340 345 

agg aga agt eat aeg tta agt aga tet aca act cat ttg ata 1403 
Arg Arg Ser His Thr Leu Ser Arg Ser Thr Thr His Leu He 
350 355 
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tgaagcgtta ccaaaatctt aaattataga aatgtataga cacctcatac tcaaataaga 1463 
aactgactta aatggtactt gtaattagca cttggtgaaa gctggaagga agataaataa 1523 
cactaaacta tgctatttga tttttcttct tgaaagagta aggtttacct gttacatttt 1583 
caagttaatt catgtaaaaa atgatagtga ttttgatgta atttatctct tgtttgaatc 1643 
tgtcattcaa aggccaataa tttaagttgc tatcagctga tattagtagc tttgcaaccc 1703 
tgatagagta aataaatttt atgggcgggt gccaaatact gctgtgaatc tatttgtata 1763 
gtatccatga atgaatttat ggaaatagat atttgtgcag ctcaatttat gcagagatta 1823 
aatgacatca taatactgga tgaaaacttg catagaattc tgattaaata gtgggtctgt 1883 
ttcacatgtg cagtttgaag tatttaaata accactcctt tcacagttta ttttcttctc 1943 
aagcgttttc aagatctagc atgtggattt taaaagattt gccctcatta acaagaataa 2003 
catttaaagg agattgtttc aaaatatttt tgcaaattga gataaggaca gaaagattga 2063 
gaaacattgt atattttgca aaaacaagat gtttgtagct gtttcagaga gagtacggta 2123 
tatttatggt aattttatcc actagcaaat cttgatttag tttgatagtg tgtggaattt 2183 
tattttgaag gataagacca tgggaaaatt gtggtaaaga ctgtttgtac ccttcatgaa 2243 
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ataattctga agttgccatc agttttacta atcttctgtg aaatgcatag atatgcgcat 2303 

gttcaacttt ttattgtggt cttataatta aatgtaaaat tgaaaattca tttgctgttt 2363 

caaagtgtga tatctttcac aatagccttt ttatagtcag taattcagaa taatcaagtt 2423 

catatggata aatgcatttt tatttcctat ttctttaggg agtgctacaa atgtttgtca 2483 

cttaaatttc aagtttctgt tttaatagtt aactgactat agattgtttt ctatgccatg 2543 

tatgtgccac ttctgagagt agtaaatgac tctttgctac attttaaaag caattgtatt 2603 

agtaagaact ttgtaaataa atacctaaaa ccc 2636 

<210> 51 
<211> 883 
<212> PRT 

<213> Homo sapiens 



m 

<400> 51 



Met Ala Glu Asn Ser Val Leu Thr Ser Thr Thr Gly Arg Thr Ser Leu 

15 10 15 

Ala Asp Ser Ser He Phe Asp Ser Lys Val Thr Glu He Ser Lys Glu 

20 25 30 

Asn Leu Leu He Gly Ser Thr Ser Tyr Val Glu Glu Glu Met Pro Gin 

35 40 45 



19 0 ffiIE# 2001-3116643 
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He Glu Thr Arg Val He Leu Val Gin Glu Ala Gly Lys Gin Glu Glu 
50 55 60 

Leu Thr Lys Ala Leu Lys Asp He Lys Val Gly Phe Val Lys Met Glu 
65 70 75 80 

Ser Val Glu Glu Phe Glu Gly Leu Asp Ser Pro Glu Phe Glu Asn Val 
85 90 95 

Phe Val Val Thr Asp Phe Gin Asp Ser Val Phe Asn Asp Leu Tyr Lys 

100 105 110 

Ala Asp Cys Arg Val He Gly Pro Pro Val Val Leu Asn Cys Ser Gin 

115 • 120 125 

Lys Gly Glu Pro Leu Pro Phe Ser Cys Arg Pro Leu Tyr Cys Thr Ser 
130 135 140 

Met Met Asn Leu Val Leu Cys Phe Thr Gly Phe Arg Lys Lys Glu Glu 
145 150 155 160 

Leu Val Arg Leu Val Thr Leu Val His His Met Gly Gly Val He Arg 
165 170 175 

Lys Asp Phe Asn Ser Lys Val Thr His Leu Val Ala Asn Cys Thr Gin 

180 185 190 



Gly Glu Lys Phe Arg Val Ala Val Ser Leu Gly Thr Pro He Met Lys 
195 200 205 
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Pro Glu Trp He Tyr Lys Ala Trp Glu Arg Arg Asn Glu Gin Asp Phe 

210 215 220 

Tyr Ala Ala Val Asp Asp Phe Arg Asn Glu Phe Lys Val Pro Pro Phe 
225 230 235 240 

Gin Asp Cys He Phe Ser Phe Leu Gly Phe Ser Asp Glu Glu Lys Thr 
245 250 255 

Asn Met Glu Glu Met Thr Glu Met Gin Gly Gly Lys Tyr Leu Pro Leu 
260 265 270 

Gly Asp Glu Arg Cys Thr His Leu Val Val Glu Glu Asn He Val Lys 

275 280 285 

Asp Leu Pro Phe Glu Pro Ser Lys Lys Leu Tyr Val Val Lys Gin Glu 
290 295 300 

Trp Phe Trp Gly Ser He Gin Met Asp Ala Arg Ala Gly Glu Thr Met 
305 310 315 320 

Tyr Leu Tyr Glu Lys Ala Asn Thr Pro Glu Leu Lys Lys Ser Val Ser 
325 330 335 

Met Leu Ser Leu Asn Thr Pro Asn Ser Asn Arg Lys Arg Arg Arg Leu 
340 345 350 



Lys Glu Thr Leu Ala Gin Leu Ser Arg Asp Thr Asp Val Ser Pro Phe 
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355 



360 



365 



Pro Pro Arg Lys Arg Pro Ser Ala Glu His Ser Leu Ser lie Gly Ser 
370 375 380 

Leu Leu Asp lie Ser Asn Thr Pro Glu Ser Ser He Asn Tyr Gly Asp 

385 390 395 400 

Thr Pro Lys Ser Cys Thr Lys Ser Ser Lys Ser Ser Thr Pro Val Pro 
405 410 415 

Ser Lys Gin Ser Ala Arg Trp Gin Val Ala Lys Glu Leu Tyr Gin Thr 
420 425 430 

Glu Ser Asn Tyr Val Asn He Leu Ala Thr He He Gin Leu Phe Gin 
435 440 445 

Val Pro Leu Glu Glu Glu Gly Gin Arg Gly Gly Pro He Leu Ala Pro 

450 455 460 

Glu Glu He Lys Thr He Phe Gly Ser He Pro Asp He Phe Asp Val 
465 470 475 480 

His Thr Lys He Lys Asp Asp Leu Glu Asp Leu He Val Asn Trp Asp 
485 490 495 



Glu Ser Lys Ser He Gly Asp He Phe Leu Lys Tyr Ser Lys Asp Leu 
500 505 510 
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Val Lys Thr Tyr Pro Pro Phe Val Asn Phe Phe Glu Met Ser Lys Glu 
515 520 525 

Thr lie lie Lys Cys Glu Lys Gin Lys Pro Arg Phe His Ala Phe Leu 
530 535 540 

Lys He Asn Gin Ala Lys Pro Glu Cys Gly Arg Gin Ser Leu Val Glu 
545 550 555 560 

Leu Leu He Arg Pro Val Gin Arg Leu Pro Ser Val Ala Leu Leu Leu 

565 570 575 

Asn Asp Leu Lys Lys His Thr Ala Asp Glu Asn Pro Asp Lys Ser Thr 
580 585 590 

Leu Glu Lys Ala He Gly Ser Leu Lys Glu Val Met Thr His He Asn 
595 600 605 

Glu Asp Lys Arg Lys Thr Glu Ala Gin Lys Gin He Phe Asp Val Val 
610 615 620 

Tyr Glu Val Asp Gly Cys Pro Ala Asn Leu Leu Ser Ser His Arg Ser 

625 630 635 640 

Leu Val Gin Arg Val Glu Thr He Ser Leu Gly Glu His Pro Cys Asp 
645 650 655 



Arg Gly Glu Gin Val Thr Leu Phe Leu Phe Asn Asp Cys Leu Glu He 
660 665 670 
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Ala Arg Lys Arg His Lys Val lie Gly Thr Phe Arg Ser Pro His Gly 
675 680 685 

Gin Thr Arg Pro Pro Ala Ser Leu Lys His He His Leu Met Pro Leu 
690 695 700 

Ser Gin lie Lys Lys Val Leu Asp He Arg Glu Thr Glu Asp Cys His 
705 710 715 720 

Asn Ala Phe Ala Leu Leu Val Arg Pro Pro Thr Glu Gin Ala Asn Val 
725 730 735 

Leu Leu Ser Phe Gin Met Thr Ser Asp Glu Leu Pro Lys Glu Asn Trp 

740 745 750 

Leu Lys Met Leu Cys Arg His Val Ala Asn Thr He Cys Lys Ala Asp 
755 760 765 

Ala Glu Asn Leu He Tyr Thr Ala Asp Pro Glu Ser Phe Glu Val Asn 
770 775 780 

Thr Lys Asp Met Asp Ser Thr Leu Ser Arg Ala Ser Arg Ala He Lys 
785 790 795 800 

Lys Thr Ser Lys Lys Val Thr Arg Ala Phe Ser Phe Ser Lys Thr Pro 

805 810 815 



Lys Arg Ala Leu Arg Arg Ala Leu Met Thr Ser His Gly Ser Val Glu 
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820 



825 



830 



Gly Arg Ser Pro Ser Ser Asn Asp Lys flis Val Met Ser Arg Leu Ser 

835 840 845 

Ser Thr Ser Ser Leu Ala Gly He Pro Ser Pro Ser Leu Val Ser Leu 

850 855 860 

Pro Ser Phe Phe Glu Arg Arg Ser His Thr Leu Ser Arg Ser Thr Thr 
865 870 875 880 



His Leu He 



<210> 52 
<211> 3910 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (29).. (2677) 

<400> 52 

agagtgctga tttagaagaa tacaaatc atg get gaa aat agt gta tta aca 52 

Met Ala Glu Asn Ser Val Leu Thr 
1 5 



tec act act ggg agg act age ttg gca gae tct tec att ttt gat tct 100 

196 miE#2 0 0 1 - 3 1 1 6 6 4 3 



#2000—4 02288 



Ser Thr Thr Gly Arg Thr Ser Leu Ala Asp Ser Ser He Phe Asp Ser 
10 15 20 



aaa gtt act gag att tec aag gaa aac tta ctt att gga tot act tea 148 
Lys Val Thr Glu He Ser Lys Glu Asn Leu Leu He Gly Ser Thr Ser 
25 30 35 40 



tat gta gaa gaa gag atg cct cag att gaa aca aga gtg ata ttg gtt 196 
Tyr Val Glu Glu Glu Met Pro Gin He Glu Thr Arg Val He Leu Val 
• 45 50 55 



caa gaa get gga aaa caa gaa gaa ctt aca aaa gcc tta aag gac att 244 

Gin Glu Ala Gly Lys Gin Glu Glu Leu Thr Lys Ala Leu Lys Asp He 

60 65 70 

aaa gtg ggc ttt gta aag atg gag tea gtg gaa gaa ttt gaa ggt ttg 292 

Lys Val Gly Phe Val Lys Met Glu Ser Val Glu Glu Phe Glu Gly Leu 

75 80 85 

gat tet ecg gaa ttt gaa aat gta ttt gta gtc aeg gac ttt cag gat 340 

Asp Ser Pro Glu Phe Glu Asn Val Phe Val Val Thr Asp Phe Gin Asp 

90 95 100 



tct gtc ttt aat gac etc tac aag get gat tgt aga gtt att gga cea 388 

Ser Val Phe Asn Asp Leu Tyr Lys Ala Asp Cys Arg Val He Gly Pro 

105 110 115 120 

cea gtt gta tta aat tgt tea caa aaa gga gag cct ttg cea ttt tea 436 

Pro Val Val Leu Asn Cys Ser Gin Lys Gly Glu Pro Leu Pro Phe Ser 
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125 130 135 

tgt cgc ccg ttg tat tgt aca agt atg atg aat eta gta eta tgc ttt 484 

Cys Arg Pro Leu Tyr Cys Thr Ser Met Met Asn Leu Val Leu Cys Phe 
140 145 150 

act gga ttt agg aaa aaa gaa gaa eta gte agg ttg gtg aca ttg gte 532 

Thr Gly Phe Arg Lys Lys Glu Glu Leu Val Arg Leu Val Thr Leu Val 
155 160 165 

cat cac atg ggt gga gtt att cga aaa gac ttt aat tea aaa gtt aca 580 

His His Met Gly Gly Val He Arg Lys Asp Phe Asn Ser Lys Val Thr 
170 175 180 

cat ttg gtg gca aat tgt aca caa gga gaa aaa ttc agg gtt get gtg 628 

His Leu Val Ala Asn Cys Thr Gin Gly Glu Lys Phe Arg Val Ala Val 

185 190 195 200 

agt eta ggt act cea att atg aag eca gaa tgg att tat aaa get tgg 676 

Ser Leu Gly Thr Pro lie Met Lys Pro Glu Trp He Tyr Lys Ala Trp 
205 210 215 

gaa agg egg aat gaa cag gat tte tat gca gca gtt gat gac ttt aga 724 

Glu Arg Arg Asn Glu Gin Asp Phe Tyr Ala Ala Val Asp Asp Phe Arg 
220 225 230 

aat gaa ttt aaa gtt ect eca ttt caa gat tgt att ttt agt ttc ctg 772 

Asn Glu Phe Lys Val Pro Pro Phe Gin Asp Cys He Phe Ser Phe Leu 
235 240 245 
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gga ttt tea gat gaa gag aaa acc aat atg gaa gaa atg act gaa atg 820 

Gly Phe Ser Asp Glu Glu Lys Thr Asn Met Glu Glu Met Thr Glu Met 
250 255 260 

caa gga ggt aaa tat tta ccg ctt gga gat gaa aga tgc act cac ctt 868 

Gin Gly Gly Lys Tyr Leu Pro Leu Gly Asp Glu Arg Cys Thr His Leu 
265 270 275 280 

gta gtt gaa gag aat ata gta aaa gat ctt ccc ttt gaa cct tea aag 916 

Val Val Glu Glu Asn He Val Lys Asp Leu Pro Phe Glu Pro Ser Lys 
285 290 295 

aaa ctt tat gtt gtc aag caa gag tgg ttc tgg gga age att caa atg 964 
Lys Leu Tyr Val Val Lys Gin Glu Trp Phe Trp Gly Ser He Gin Met 
300 305 310 

gat gee cga get gga gaa act atg tat tta tat gaa aag gca aat act 1012 
Asp Ala Arg Ala Gly Glu Thr Met Tyr Leu Tyr Glu Lys Ala Asn Thr 
315 320- 325 

cct gag etc aag aaa tea gtg tea atg ctt tet eta aat acc cct aac 1060 
Pro Glu Leu Lys Lys Ser Val Ser Met Leu Ser Leu Asn Thr Pro Asn 
330 335 340 

age aat ege aaa cga egt egt tta aaa gaa aca ctt get eag ctt tea 1108 
Ser Asn Arg Lys Arg Arg Arg Leu Lys Glu Thr Leu Ala Gin Leu Ser 
345 350 355 360 
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aga gat aca gac gtg tea cca ttt cca ccc cgt aag cgc cca tea get 1156 

Arg Asp Thr Asp Val Ser Pro Phe Pro Pro Arg Lys Arg Pro Ser Ala 

365 370 375 

gag cat tec ett tee ata ggg tea ete eta gat ate tee aae aea eea 1204 

Glu His Ser Leu Ser He Gly Ser Leu Leu Asp lie Ser Asn Thr Pro 

380 385 390 

gag tet age att aae tat gga gae aee eea aag tet tgt aet aag tet 1252 

Glu Ser Ser He Asn Tyr Gly Asp Thr Pro Lys Ser Cys Thr Lys Ser 

395 400 405 

tet aaa age tee aet eea gtt eet tea aag eag tea gea agg tgg eaa 1300 

Ser Lys Ser Ser Thr Pro Val Pro Ser Lys Gin Ser Ala Arg Trp Gin 

410 415 420 

gtt gea aaa gag ett tat eaa aet gaa agt aat tat gtt aat ata ttg 1348 

Val Ala Lys Glu Leu Tyr Gin Thr Glu Ser Asn Tyr Val Asn He Leu 

425 430 435 440 

gea aea att att eag tta ttt eaa gta eea ttg gaa gag gaa gga eaa 1396 
Ala Thr He He Gin Leu Phe Gin Val Pro Leu Glu Glu Glu Gly Gin 

445 450 455 

egt ggt gga eet ate ett gea eea gag gag att aag aet att ttt ggt 1444 

Arg Gly Gly Pro He Leu Ala Pro Glu Glu He Lys Thr He Phe Gly 

460 465 470 

age ate eea gat ate ttt gat gta eae aet aag ata aag gat gat ett 1492 
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Ser He Pro Asp lie Phe Asp Val His Thr Lys lie Lys Asp Asp Leu 

475 480 485 

gaa gac ctt ata gtt aat tgg gat gag age aaa age att ggt gac att 1540 

Glu Asp Leu He Val Asn Trp Asp Glu Ser Lys Ser He Gly Asp He 

490 495 500 

ttt ctg aaa tat tea aaa gat ttg gta aaa aee tac cet eee ttt gta 1588 

Phe Leu Lys Tyr Ser Lys Asp Leu Val Lys Thr Tyr Pro Pro Phe Val 

505 510 515 520 



aac tte ttt gaa atg age aag gaa aea att att aaa tgt gaa aaa eag 1636 
Asn Phe Phe Glu Met Ser Lys Glu Thr He He Lys Cys Glu Lys Gin 

525 530 535 



aaa eea aga ttt eat get ttt ete aag ata aae eaa gea aaa eea gaa 1684 

Lys Pro Arg Phe His Ala Phe Leu Lys He Asn Gin Ala Lys Pro Glu 
540 545 550 

tgt gga egg eag age ett gtt gaa ett ett ate ega eea gta eag agg 1732 

Cys Gly Arg Gin Ser Leu Val Glu Leu Leu He Arg Pro Val Gin Arg 

555 560 565 



tta eee agt gtt gea tta ett tta aat gat ett aag aag eat aea get 1780 

Leu Pro Ser Val Ala Leu Leu Leu Asn Asp Leu Lys Lys His Thr Ala 

570 575 580 

gat gaa aat eea gae aaa age aet tta gaa aaa get att gga tea etg 1828 

Asp Glu Asn Pro Asp Lys Ser Thr Leu Glu Lys Ala He Gly Ser Leu 
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585 590 595 600 

aag gaa gta atg acg cat att aat gag gat aag aga aaa aca gaa get 1876 

Lys Glu Val Met Thr His He Asn Glu Asp Lys Arg Lys Thr Glu Ala 
605 610 615 

caa aag caa att ttt gat gtt gtt tat gaa gta gat gga tgc cca get 1924 

Gin Lys Gin He Phe Asp Val Val Tyr Glu Val Asp Gly Cys Pro Ala 
620 625 630 

aat ctt tta tct tct cac cga age tta gta cag egg gtt gaa aea att 1972 

Asn Leu Leu Ser Ser His Arg Ser Leu Val Gin Arg Val Glu Thr He 
635 640 645 

tct eta ggt gag cac ccc tgt gae aga gga gaa caa gta act etc ttc 2020 

Ser Leu Gly Glu His Pro Cys Asp Arg Gly Glu Gin Val Thr Leu Phe 
650 655 660 

etc ttc aat gat tgc eta gag ata gca aga aaa egg cac aag gtt att 2068 

Leu Phe Asn Asp Cys Leu Glu He Ala Arg Lys Arg His Lys Val He 

665 670 675 680 

ggc act ttt agg agt cct cat gge caa ace cga ccc cca get tct ctt 2116 

Gly Thr Phe Arg Ser Pro His Gly Gin Thr Arg Pro Pro Ala Ser Leu 
685 690 695 

aag cat att cac eta atg eet ctt tct cag att aag aag gta ttg gae 2164 

Lys His He His Leu Met Pro Leu Ser Gin He Lys Lys Val Leu Asp 
700 705 710 
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ata aga gag aca gaa gat tgc cat aat get ttt gcc ttg ctt gtg agg 2212 

lie Arg Glu Thr Glu Asp Cys His Asn Ala Phe Ala Leu Leu Val Arg 
715 720 725 

cca cca aca gag cag gca aat gtg eta etc agt ttc eag atg aca tea 2260 

Pro Pro Thr Glu Gin Ala Asn Val Leu Leu Ser Phe Gin Met Thr Ser 
730 735 740 

gat gaa ctt cca aaa gaa aac tgg eta aag atg ctg tgt cga cat gta 2308 

Asp Glu Leu Pro Lys Glu Asn Trp Leu Lys Met Leu Cys Arg His Val 

745 750 755 760 

get aac ace att tgt aaa gca gat get gag aat ctt att tat act get 2356 

Ala Asn Thr He Cys Lys Ala Asp Ala Glu Asn Leu He Tyr Thr Ala 
765 770 775 

gat cca gaa tee ttt gaa gta aat aca aaa gat atg gae agt aca ttg 2404 
Asp Pro Glu Ser Phe Glu Val Asn Thr Lys Asp Met Asp Ser Thr Leu 
780 785 790 

agt aga gca tea aga gca ata aaa aag act tea aaa aag gtt aca aga 2452 

Ser Arg Ala Ser Arg Ala He Lys Lys Thr Ser Lys Lys Val Thr Arg 
795 800 805 

gca ttc tet ttc tee aaa act cca aaa aga get ctt cga agg get ctt 2500 
Ala Phe Ser Phe Ser Lys Thr Pro Lys Arg Ala Leu Arg Arg Ala Leu 
810 815 820 
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atg aca tec cac ggc tea gtg gag gga aga agt cct tec age aat gat 2548 
Met Thr Ser His Gly Ser Val Glu Gly Arg Ser Pro Ser Ser Asn Asp 

825 830 835 840 

aag cat gta atg agt cgt ett tet age aca tea tea tta gea ggt ate 2596 
Lys His Val Met Ser Arg Leu Ser Ser Thr Ser Ser Leu Ala Gly He 

845 850 855 

cct tet cec tee ett gte age ett cct tec tte ttt gaa agg aga agt 2644 
Pro Ser Pro Ser Leu Val Ser Leu Pro Ser Phe Phe Glu Arg Arg Ser 

860 865 870 

eat aeg tta agt aga tet aca act eat ttg ata tgaagcgtta ecaaaatett 2697 
His Thr Leu Ser Arg Ser Thr Thr His Leu He 

875 880 

aaattataga aatgtataga eacctcatae teaaataaga aactgactta aatggtaett 2757 

^ gtaattagea cttggtgaaa gctggaagga agataaataa cactaaacta tgctatttga 2817 

tttttettet tgaaagagta aggtttaeet gttaeatttt caagttaatt eatgtaaaaa 2877 

atgatagtga ttttgatgta atttatctet tgtttgaatc tgtcattcaa aggccaataa 2937 

tttaagttgc tateagetga tattagtagc tttgeaacee tgatagagta aataaatttt 2997 

atgggcgggt gecaaatact getgtgaatc tatttgtata gtatecatga atgaatttat 3057 

ggaaatagat atttgtgeag cteaatttat geagagatta aatgaeatea taataetgga 3117 
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tgaaaacttg catagaattc tgattaaata gtgggtctgt ttcacatgtg cagtttgaag 3177 
tatttaaata accactcctt tcacagttta ttttcttctc aagcgttttc aagatctagc 3237 
atgtggattt taaaagattt gccctcatta acaagaataa catttaaagg agattgtttc 3297 
aaaatatttt tgcaaattga gataaggaca gaaagattga gaaacattgt atattttgca 3357 
aaaacaagat gtttgtagct gtttcagaga gagtacggta tatttatggt aattttatcc 3417 
actagcaaat cttgatttag tttgatagtg tgtggaattt tattttgaag gataagacca 3477 
tgggaaaatt gtggtaaaga ctgtttgtac ccttcatgaa ataattctga agttgccatc 3537 
agttttacta atcttctgtg aaatgcatag atatgcgcat gttcaacttt ttattgtggt 3597 
cttataatta aatgtaaaat tgaaaattca tttgctgttt caaagtgtga tatctttcac 3657 
aatagccttt ttatagtcag taattcagaa taatcaagtt catatggata aatgcatttt 3717 
tatttcctat ttctttaggg agtgctacaa atgtttgtca cttaaatttc aagtttctgt 3777 
tttaatagtt aactgactat agattgtttt ctatgccatg tatgtgccac ttctgagagt 3837 
agtaaatgac tctttgctac attttaaaag caattgtatt agtaagaact ttgtaaataa 3897 
atacctaaaa ccc 3910 
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<210> 53 
<211> 622 

<212> PRT 

<213> Homo sapiens 
<400> 53 

Met Glu Gly Pro Gly Leu Gly Ser Gin Cys Arg Asn His Ser His Gly 
15 10 15 

Pro His Pro Pro Gly Phe Gly Arg Tyr Gly He Cys Ala His Glu Asn 

20 25 30 

Lys Glu Leu Ala Asn Ala Arg Glu Ala Leu Pro Leu lie Glu Asp Ser 

35 40 45 

Ser Asn Cys Asp He Val Lys Ala Thr Gin Tyr Gly He Phe Glu Arg 
50 55 60 

Cys Lys Glu Leu Val Glu Ala Gly Tyr Asp Val Arg Gin Pro Asp Lys 
65 70 75 80 

Glu Asn Val Ser Leu Leu His Trp Ala Ala He Asn Asn Arg Leu Asp 
85 90 95 

Leu Val Lys Phe Tyr He Ser Lys Gly Ala Val Val Asp Gin Leu Gly 

100 105 110 

Gly Asp Leu Asn Ser Thr Pro Leu His Trp Ala He Arg Gin Gly His 
115 120 125 
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Leu Pro Met Val He Leu Leu Leu Gin His Gly Ala Asp Pro Thr Leu 

130 135 140 

He Asp Gly Glu Gly Phe Ser Ser He His Leu Ala Val Leu Phe Gin 
145 150 155 160 

His Met Pro He He Ala Tyr Leu He Ser Lys Gly Gin Ser Val Asn 
165 170 175 

Met Thr Asp Val Asn Gly Gin Thr Pro Leu Met Leu Ser Ala His Lys 
180 185 190 

Val He Gly Pro Glu Pro Thr Gly Phe Leu Leu Lys Phe Asn Pro Ser 

195 200 205 

Leu Asn Val Val Asp Lys He His Gin Asn Thr Pro Leu His Trp Ala 
210 215 220 

Val Ala Ala Gly Asn Val Asn Ala Val Asp Lys Leu Leu Glu Ala Gly 
225 230 235 240 

Ser Ser Leu Asp He Gin Asn Val Lys Gly Glu Thr Pro Leu Asp Met 
245 250 255 

Ala Leu Gin Asn Lys Asn Gin Leu He He His Met Leu Lys Thr Glu 
260 265 270 



Ala Lys Met Arg Ala Asn Gin Lys Phe Arg Leu Trp Arg Trp Leu Gin 
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275 



280 



285 



Lys Cys Glu Leu Phe Leu Leu Leu Met Leu Ser Val He Thr Met Trp 
290 295 300 

Ala He Gly Tyr He Leu Asp Phe Asn Ser Asp Ser Trp Leu Leu Lys 

305 310 315 320 

Gly Cys Leu Leu Val Thr Leu Phe Phe Leu Thr Ser Leu Phe Pro Arg 

325 330 335 

Phe Leu Val Gly Tyr Lys Asn Leu Val Tyr Leu Pro Thr Ala Phe Leu 
340 345 350 

Leu Ser Ser Val Phe Trp He Phe Met Thr Trp Phe He Leu Phe Phe 
355 360 365 

Pro Asp Leu Ala Gly Ala Pro Phe Tyr Phe Ser Phe He Phe Ser He 

370 375 380 

Val Ala Phe Leu Tyr Phe Phe Tyr Lys Thr Trp Ala Thr Asp Pro Gly 
385 390 395 400 

Phe Thr Lys Ala Ser Glu Glu Glu Lys Lys Val Asn He He Thr Leu 
405 410 415 



Ala Glu Thr Gly Ser Leu Asp Phe Arg Thr Phe Cys Thr Ser Cys Leu 
420 425 430 
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He Arg Lys Pro Leu Arg Ser Leu His Cys His Val Cys Asn Cys Cys 
435 440 445 

Val Ala Arg Tyr Asp Gin His Cys Leu Trp Thr Gly Arg Cys He Gly 
450 455 460 

Phe Gly Asn His His Tyr Tyr He Phe Phe Leu Phe Phe Leu Ser Met 
465 470 475 480 

Val Cys Gly Trp He He Tyr Gly Ser Phe He Tyr Leu Ser Ser His 

485 490 495 

Cys Ala Thr Thr Phe Lys Glu Asp Gly Leu Trp Thr Tyr Leu Asn Gin 
500 505 510 

He Val Ala Cys Ser Pro Trp Val Leu Tyr He Leu Met Leu Ala Thr 
515 520 525 

Phe His Phe Ser Trp Ser Thr Phe Leu Leu Leu Asn Gin Leu Phe Gin 
530 535 540 

He Ala Phe Leu Gly Leu Thr Ser His Glu Arg He Ser Leu Gin Lys 

545 550 555 560 

Gin Ser Lys His Met Lys Gin Thr Leu Ser Leu Arg Lys Thr Pro Tyr 

565 570 575 



Asn Leu Gly Phe Met Gin Asn Leu Ala Asp Phe Phe Gin Cys Gly Cys 
580 585 590 
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Phe Gly Leu Val Lys Pro Cys Val Val Asp Trp Thr Ser Gin Tyr Thr 

595 600 605 

Met Val Phe His Pro Ala Arg Glu Lys Val Leu Arg Ser Val 
610 615 620 

<210> 54 
<211> 2426 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (104) .. (1969) 
<400> 54 

gcgccagcag gaagtgggag aagaggcgac ccaaggcggg ctggcgggct ggcggcagtc 60 

gctacttgcc tagtagcctc agccgctgtg ggctcctggg gag atg gag ggg ccg 115 

Met Glu Gly Pro 

1 

ggg ctg ggc teg cag tgc agg aat cac age cat ggc ccc cac cct cca 163 

Gly Leu Gly Ser Gin Cys Arg Asn His Ser His Gly Pro His Pro Pro 
5 10 15 20 

gga ttt ggt cga tat ggc ate tgt gca cat gaa aac aaa gaa ctt gcc 211 
Gly Phe Gly Arg Tyr Gly He Cys Ala His Glu Asn Lys Glu Leu Ala 
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25 30 35 

aat gca aga gaa get ctt cct ctt ata gag gac tct agt aac tgt gac 259 
Asn Ala Arg Glu Ala Leu Pro Leu He Glu Asp Ser Ser Asn Cys Asp 
40 45 50 

att gtc aaa get aet eaa tac gga att ttt gaa cga tgt aaa gag ttg 307 
He Val Lys Ala Thr Gin Tyr Gly He Phe Glu Arg Cys Lys Glu Leu 
55 60 65 

gta gaa gca gga tat gat gtc agg caa cca gat aaa gaa aat gtg tcg 355 
Val Glu Ala Gly Tyr Asp Val Arg Gin Pro Asp Lys Glu Asn Val Ser 
70 75 80 

ctt ctt cat tgg get get att aac aac aga ctg gat ett gta aag ttt 403 
Leu Leu His Trp Ala Ala He Asn Asn Arg Leu Asp Leu Val Lys Phe 
85 90 95 100 

tat att tea aaa ggt get gtt gta gat eag ttg ggt gga gat tta aat 451 
Tyr He Ser Lys Gly Ala Val Val Asp Gin Leu Gly Gly Asp Leu Asn 
105 110 115 

tea act cct ett eac tgg gee ate cga eaa gga eat tta eet atg gtc 499 
Ser Thr Pro Leu His Trp Ala He Arg Gin Gly His Leu Pro Met Val 
120 125 130 

ata tta tta etc eag cat ggt gca gac eee act ett att gat gga gag 547 
He Leu Leu Leu Gin His Gly Ala Asp Pro Thr Leu He Asp Gly Glu 
135 ■ 140 145 
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gga ttc age age ate eae ctg gca gta ttg ttt eaa eac atg cet att 595 

Gly Phe Ser Ser lie His Leu Ala Val Leu Phe Gin His Met Pro lie 
150 155 160 

ata gea tat ete ate tea aag gga eag agt gtg aat atg aca gat gta 643 

He Ala Tyr Leu He Ser Lys Gly Gin Ser Val Asn Met Thr Asp Val 

165 170 175 180 

aat ggg eag aea eet etc atg tta tea get cae aaa gta att ggg cca 691 

Asn Gly Gin Thr Pro Leu Met Leu Ser Ala His Lys Val He Gly Pro 
185 190 195 

gaa cea aet gga ttt ctt tta aag ttt aat cet tct ete aat gtg gtt 739 

Glu Pro Thr Gly Phe Leu Leu Lys Phe Asn Pro Ser Leu Asn Val Val 

200 205 210 

gat aaa ata eac eaa aac act eea ctt cae tgg gea gtt gca gca gga 787 

Asp Lys He His Gin Asn Thr Pro Leu His Trp Ala Val Ala Ala Gly 

215 220 225 

aat gtt aat gca gtt gat aag ctt ttg gaa get ggt tct age ctg gat 835 

Asn Val Asn Ala Val Asp Lys Leu Leu Glu Ala Gly Ser Ser Leu Asp 
230 235 240 

ate eag aat gtt aag gga gaa aea eet ett gat atg get eta eaa aac 883 

He Gin Asn Val Lys Gly Glu Thr Pro Leu Asp Met Ala Leu Gin Asn 

245 250 255 260 
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aaa aat cag etc att att cat atg eta aaa aca gaa gcc aaa atg aga 931 

Lys Asn Gin Leu lie He His Met Leu Lys Thr Glu Ala Lys Met Arg 

265 270 275 

gcc aac caa aag ttc aga ctt tgg agg tgg ctg cag aaa tgc gag etc 979 

Ala Asn Gin Lys Phe Arg Leu Trp Arg Trp Leu Gin Lys Cys Glu Leu 

280 285 290 

ttc ctg ctg ctg atg ctt tct gtg att ace atg tgg get att gga tac 1027 

Phe Leu Leu Leu Met Leu Ser Val He Thr Met Trp Ala He Gly Tyr 

295 300 305 

ata ttg gae ttc aat tea gat tct tgg ctt tta aaa gga tgt ctt eta 1075 

He Leu Asp Phe Asn Ser Asp Ser Trp Leu Leu Lys Gly Cys Leu Leu 

310 315 320 

gta aca ctg ttt ttt ctg aca tct ttg ttt cea agg ttc ttg gtt ggg 1123 

Val Thr Leu Phe Phe Leu Thr Ser Leu Phe Pro Arg Phe Leu Val Gly 

325 330 335 340 

tat aag aac ctt gta tac tta cea aca gcc ttt ctg eta agt tct gtt 1171 

Tyr Lys Asn Leu Val Tyr Leu Pro Thr Ala Phe Leu Leu Ser Ser Val 

345 350 355 

ttt tgg ata ttt atg act tgg ttc ate tta ttt ttt cet gat tta gca 1219 
Phe Trp He Phe Met Thr Trp Phe He Leu Phe Phe Pro Asp Leu Ala 

360 365 370 

gga gcc cet ttc tat ttc agt ttc att ttc age ata gta gee ttt eta 1267 
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Gly Ala Pro Phe Tyr Phe Ser Phe lie Phe Ser lie Val Ala Phe Leu 
375 380 385 

tac ttt ttc tat aag act tgg gca act gat cca ggc ttc act aag get 1315 
Tyr Phe Phe Tyr Lys Thr Trp Ala Thr Asp Pro Gly Phe Thr Lys Ala 
390 395 400 

tct gaa gaa gaa aag aaa gtg aat ate ate acc ctt gca gaa act ggc 1363 
Ser Glu Glu Glu Lys Lys Val Asn He He Thr Leu Ala Glu Thr Gly 
405 410 415 420 

tct ctg gac ttc aga aca ttt tgt aca tea tgt ctt ata agg aag cea 1411 
Ser Leu Asp Phe Arg Thr Phe Cys Thr Ser Cys Leu He Arg Lys Pro 
425 430 435 

tta agg tea etc cac tge eat gta tgc aac tge tgt gtg get cga tat 1459 
Leu Arg Ser Leu His Cys His Val Cys Asn Cys Cys Val Ala Arg Tyr 
440 445 450 

gat caa cac tgc ctg tgg act gga egg tge ata ggt ttt ggc aac cat 1507 
Asp Gin His Cys Leu Trp Thr Gly Arg Cys He Gly Phe Gly Asn His 
455 460 465 

cac tat tac ata ttc ttc ttg ttt ttc ctt tec atg gta tgt ggc tgg 1555 
His Tyr Tyr He Phe Phe Leu Phe Phe Leu Ser Met Val Cys Gly Trp 
470 475 480 

att ata tat gga tct ttc ate tat ttg tec agt eat tgt gee aca aca 1603 
He He Tyr Gly Ser Phe He Tyr Leu Ser Ser His Cys Ala Thr Thr 
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485 490 495 500 

ttc aaa gaa gat gga tta tgg act tac etc aat cag att gtg gcc tgt 1651 
Phe Lys Glu Asp Gly Leu Trp Thr Tyr Leu Asn Gin lie Val Ala Cys 
505 510 515 

tec cct tgg gtt tta tat ate ttg atg eta gca act ttc cat ttc tea 1699 
Ser Pro Trp Val Leu Tyr lie Leu Met Leu Ala Thr Phe His Phe Ser 
520 525 530 

tgg tea aca ttt tta tta tta aat caa etc ttt cag att gee ttt etg 1747 
Trp Ser Thr Phe Leu Leu Leu Asn Gin Leu Phe Gin He Ala Phe Leu 
535 540 545 

gge etg ace tee eat gag aga ate age etg cag aag cag age aag eat 1795 
Gly Leu Thr Ser His Glu Arg He Ser Leu Gin Lys Gin Ser Lys His 
550 555 560 

atg aaa eag acg ttg tee etc agg aag aca cea tac aat ctt gga ttc 1843 
Met Lys Gin Thr Leu Ser Leu Arg Lys Thr Pro Tyr Asn Leu Gly Phe 
565 570 575 580 

atg eag aae etg gca gat ttc ttt eag tgt ggc tge ttt ggc ttg gtg 1891 
Met Gin Asn Leu Ala Asp Phe Phe Gin Cys Gly Cys Phe Gly Leu Val 
585 590 595 

aag eee tgt gtg gta gat tgg aca tea eag tac ace atg gtc ttt cae 1939 
Lys Pro Cys Val Val Asp Trp Thr Ser Gin Tyr Thr Met Val Phe His 
600 605 610 

215 ffi|i#2 0 0 1 - 3 1 1 6 6 4 3 
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cca gcc agg gag aag gtt ctt cgc tea gta tgaagaaaag caacccaaaa 1989 
Pro Ala Arg Glu Lys Val Leu Arg Ser Val 
615 620 

ctctcaatct gatttgtttt tgtttatgtc gatgccctgt agtttgaaag tgaagtaaag 2049 

atttagaatt cacctaagtc caaaggaaaa cacgtggttt ttaaagccat taggtaaaaa 2109 

aagttctcaa taaaggcatt acaatttttt aggtttagaa agatggactt ttctgataaa 2169 

tcttggcaga catctaaaaa aaaaaccata tttttcacaa gaaaatgcaa gttacttttt 2229 

ttggaaataa tactcactga ttatggataa aatggaatat tttcagatac tatattggct 2289 

gtttcaaaat agtactattc tttaaacttg taatttttgc taagttattt gtctttgttg 2349 

tatctataaa tatgtaaaaa atatttaaat agatgtacct gttttgcttt cacacttaat 2409 

aaaaaatttt tttttgt 2426 

<210> 55 
<211> 257 
<212> PRT 

<213> Homo sapiens 
<400> 55 

Met Ala Ser Lys He Gly Ser Arg Arg Trp Met Leu Gin Leu lie Met 
15 10 15 
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Gin Leu Gly Ser Val Leu Leu Thr Arg Cys Pro Phe Trp Gly Cys Phe 

20 25 30 

Ser Gin Leu Met Leu Tyr Ala Glu Arg Ala Glu Ala Arg Arg Lys Pro 
35 40 45 

Asp lie Pro Val Pro Tyr Leu Tyr Phe Asp Met Gly Ala Ala Val Leu 
50 55 60 

Cys Ala Ser Phe Met Ser Phe Gly Val Lys Arg Arg Trp Phe Ala Leu 
65 70 75 80 

Gly Ala Ala Leu Gin Leu Ala He Ser Thr Tyr Ala Ala Tyr lie Gly 
85 90 95 

Gly Tyr Val His Tyr Gly Asp Trp Leu Lys Val Arg Met Tyr Ser Arg 
100 105 110 

Thr Val Ala He He Gly Gly Phe Leu Val Leu Ala Ser Gly Ala Gly 
115 120 125 

Glu Leu Tyr Arg Arg Lys Pro Arg Ser Arg Ser Leu Gin Ser Thr Gly 
130 135 140 

Gin Val Phe Leu Gly He Tyr Leu He Cys Val Ala Tyr Ser Leu Gin 
145 150 155 160 



His Ser Lys Glu Asp Arg Leu Ala Tyr Leu Asn His Leu Pro Gly Gly 
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165 170 175 

Glu Leu Met He Gin Leu Phe Phe Val Leu Tyr Gly He Leu Ala Leu 
180 185 190 

Ala Phe Leu Ser Gly Tyr Tyr Val Thr Leu Ala Ala Gin He Leu Ala 

195 200 205 

Val Leu Leu Pro Pro Val Met Leu Leu He Asp Gly Asn Val Ala Tyr 
210 215 220 

Trp His Asn Thr Arg Arg Val Glu Phe Trp Asn Gin Met Lys Leu Leu 
225 230 235 240 

Gly Glu Ser Val Gly He Phe Gly Thr Ala Val He Leu Ala Thr Asp 
245 250 255 

Gly 



<210> 56 
<211> 1520 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (10).. (780) 
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<400> 56 

tttcccaag atg gcg teg aag ata ggt teg aga egg tgg atg ttg eag etg 51 
Met Ala Ser Lys He Gly Ser Arg Arg Trp Met Leu Gin Leu 
1 5 10 



ate atg cag ttg ggt tcg gtg etg ete aea ege tge eee ttt tgg ggc 
He Met Gin Leu Gly Ser Val Leu Leu Thr Arg Cys Pro Phe Trp Gly 
15 20 25 30 



99 



tge tte age cag ete atg etg tae get gag agg get gag gca egc egg 
Cys Phe Ser Gin Leu Met Leu Tyr Ala Glu Arg Ala Glu Ala Arg Arg 
35 40 45 



147 



aag eee gae ate eea gtg ect tae etg tat tte gae atg ggg gea gee 195 

Lys Pro Asp He Pro Val Pro Tyr Leu Tyr Phe Asp Met Gly Ala Ala 
50 55 60 



gtg etg tge get agt tte atg tee ttt gge gtg aag egg cge tgg tte 

Val Leu Cys Ala Ser Phe Met Ser Phe Gly Val Lys Arg Arg Trp Phe 
65 70 75 



243 



geg etg ggg gee gea ete eaa ttg gee att age aec tae gee gee tae 291 
Ala Leu Gly Ala Ala Leu Gin Leu Ala He Ser Thr Tyr Ala Ala Tyr 
80 85 90 

ate ggg gge tae gte eae tae ggg gae tgg etg aag gte egt atg tae 339 
He Gly Gly Tyr Val His Tyr Gly Asp Trp Leu Lys Val Arg Met Tyr 
95 100 105 110 
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teg cgc aca gtt gcc ate ate gge gge ttt ett gtg ttg gee age ggt 387 

Ser Arg Thr Val Ala lie lie Gly Gly Phe Leu Val Leu Ala Ser Gly 

115 120 125 

get ggg gag etg tae egc egg aaa eet cgc age ege tee etg eag tee 435 

Ala Gly Glu Leu Tyr Arg Arg Lys Pro Arg Ser Arg Ser Leu Gin Ser 

130 135 140 

aee gge eag gtg tte etg ggt ate tae ete ate tgt gtg gee tae tea 483 

Thr Gly Gin Val Phe Leu Gly He Tyr Leu He Cys Val Ala Tyr Ser 

145 150 155 

etg eag eae age aag gag gae egg etg geg tat etg aae eat ete eca 531 

Leu Gin His Ser Lys Glu Asp Arg Leu Ala Tyr Leu Asn His Leu Pro 

160 165 170 

gga ggg gag etg atg ate eag etg tte tte gtg etg tat gge ate etg 579 

Gly Gly Glu Leu Met He Gin Leu Phe Phe Val Leu Tyr Gly He Leu 

175 180 185 190 

gee etg gee ttt etg tea gge tae tae gtg aee ete get gee eag ate 627 

Ala Leu Ala Phe Leu Ser Gly Tyr Tyr Val Thr Leu Ala Ala Gin He 

195 200 205 

etg get gta etg etg eee eet gte atg etg ete att gat gge aat gtt 675 

Leu Ala Val Leu Leu Pro Pro Val Met Leu Leu He Asp Gly Asn Val 

210 215 220 

get tae tgg eae aae aeg egg egt gtt gag tte tgg aae eag atg aag 723 
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Ala Tyr Trp His Asn Thr Arg Arg Val Glu Phe Trp Asn Gin Met Lys 
225 230 235 

etc ctt gga gag agt gtg ggc ate tte gga aet get gte ate ctg gee 771 
Leu Leu Gly Glu Ser Val Gly He Phe Gly Thr Ala Val He Leu Ala 
240 245 250 

act gat ggc tgagttttat ggcaagaggc tgagatgggc acagggagee 820 
Thr Asp Gly 

255 

actgagggtc accetgcctt cctecttgct ggceeagctg etgtttattt atgctttttg 880 
gtctgtttgt ttgatctttt gcttttttaa aattgttttt tgcagttaag aggcagctca 940 
tttgtceaaa tttetgggct eagegcttgg gagggcagga geeetggcae taatgctgta 1000 
caggtttttt tectgttagg agagctgagg ceagctgcce actgagtetc etgteeetga 1060 
gaagggagta tggcagggct gggatgcggc tactgagagt gggagagtgg gagacagagg 1120 
aaggaagatg gagattggaa gtgageaaat gtgaaaaatt cctetttgaa ectggeagat 1180 
gcagetaggc tetgcagtgc tgtttggaga etgtgagagg gagtgtgtgt gttgaeacat 1240 
gtggatcagg cccaggaagg gcaeaggggc tgageactac agaagtcaca tgggttetea 1300 
gggtatgcca ggggcagaaa eagtaccgge tctetgtcac teacettgag agtagageag 1360 
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accctgttct gctctgggct gtgaaggggt ggagcaggca gtggccagct ttgcccttcc 1420 

tgctgtctct gtttctagct ccatggttgg cctggtgggg gtggagttcc ctcccaaaca 1480 

ccagaccaca cagtcctcca aaaataaaca ttttatatag 1520 

<210> 57 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 57 

Met Ala Leu Phe Ala Gly Gly Lys Leu Arg Val His Leu Asp He Gin 
15 10 15 

Val Gly Glu His Ala Asn Asn Tyr Pro Glu He Ala Ala Lys Asp Lys 
20 * 25 30 

Leu Thr Glu Leu Gin Leu Arg Ala Arg Gin Leu Leu Asp Gin Val Glu 
35 40 45 

Gin He Gin Lys Glu Gin Asp Tyr Gin Arg Tyr Arg Glu Glu Arg Phe 
50 55 60 

Arg Leu Thr Ser Glu Ser Thr Asn Gin Arg Val Leu Trp Trp Ser He 

65 70 75 80 

Ala Gin Thr Val He Leu He Leu Thr Gly He Trp Gin Met Arg His 
85 90 95 

2 2 2 ai|i#2 0 0 1 - 3 1 1 6 6 4 3 
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Leu Lys Ser Phe Phe Glu Ala Lys Lys Leu Val 

100 105 

<210> 58 
<211> 1496 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9).. (329) 

<400> 58 

ctaccagg atg get etc ttc get ggt gge aaa ctg egt gtg cat etc gae 50 
Met Ala Leu Phe Ala Gly Gly Lys Leu Arg Val His Leu Asp 
15 10 

ate eag gtt ggg gag eat gcc aac aae tae ect gag att get gca aaa 98 
He Gin Val Gly Glu His Ala Asn Asn Tyr Pro Glu He Ala Ala Lys 
15 20 25 30 

gat aag ctg aeg gag eta eag etc cgc gcc cge eag ttg ctt gat eag 146 
Asp Lys Leu Thr Glu Leu Gin Leu Arg Ala Arg Gin Leu Leu Asp Gin 
35 40 45 

gtg gaa eag att eag aag gag eag gat tae caa agg tat egt gaa gag 194 
Val Glu Gin He Gin Lys Glu Gin Asp Tyr Gin Arg Tyr Arg Glu Glu 
50 55 60 
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cgc ttc cga ctg acg age gag age acc aac cag agg gtc eta tgg tgg 242 
Arg Phe Arg Leu Thr Ser Glu Ser Thr Asn Gin Arg Val Leu Trp Trp 
65 70 75 

tee att get eag aet gte ate ete ate ete aet gge ate tgg eag atg 290 
Ser He Ala Gin Thr Val He Leu He Leu Thr Gly He Trp Gin Met 
80 85 90 

egt eae ete aag age tte ttt gag gee aag aag etg gtg tagtgeeete 339 
Arg His Leu Lys Ser Phe Phe Glu Ala Lys Lys Leu Val 
95 100 105 

tttgtatgae eetteetttt taeeteattt atttggtaet tteeeeaeae agteetttat 399 
eeaeetggat ttttagggaa aaaaaatgaa aaagaataag teaeattggt teeatggeea 459 
eaaaeeatte agateageea ettgetgacc ctggttetta aggaeaeatg aeattagtee 519 
aatettteaa aatettgtet tagggettgt gaggaateag aaetaaeeea ggaeteagte 579 
etgettettt tgeetegagt gatttteete tgttttteae taaataagea aatgaaaaet 639 
eteteeatta eettetgett tetetttgte eaettaegea gtaggtgaet ggeatgtgee 699 
aeagagcagg ccctgcctca ctgtctgctg gtcagttctg ggtteaetta atggetttgt 759 
gaatgtaaat aaggggeagg tettggeeet agaggattga gatgttttte tatatettag 819 
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aactattttt ggataaatta tatattttcc ttcctagtag aagtgttact gcctgtaact 879 

agctcaaaat accaatgcag tttctgcatt ctgggttttg tttttctttt tttttttttt 939 

ttttttgagt tttgctcttg tcgcccaggc tggagtgcaa tggcgtgatc tcagctcact 999 

ggcaacatct gcctcccggg ttcaaatgat tctcctgcct cagtctcctg agtagctggg 1059 

attacaggtg cccgccacca cgctcagcta atttttgtat ttttagtaga gatggggttt 1119 

taccatgttg gccaggctgg tcttagactc ctgacctcag ttgatccacc tgcctcagcc 1179 

tctgcattca gtttattcac atatttttgg taactcccat ggcagctcct aggatttcag 1239 

cggtctgtgg gccagaaagc aggcaccagg gctgacctca aggccgtatc agagggccaa 1299 

gcagagttct tttggatacc tgcttttcat cccacagggc cttagagtca gaggtaaggt 1359 

agcaacagag ctagaatggg gcaatgcact cttaccctcc ttctcaactt ttatttaagc 1419 

tgtgctaaat gttttcttca agggaaccag atttagttct ttacagaatt ttccagtgaa 1479 

ataaaacatg ttgtaat 1496 

<210> 59 
<211> 272 
<212> PRT 

<213> Homo sapiens 
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<400> 59 

Met Met He His Gly Phe Gin Set Ser His Arg Asp Phe Cys Phe Gly 
15 10 15 

Pro Trp Lys Leu Thr Ala Ser Lys Thr His He Met Lys Ser Ala Asp 
20 25 30 

Val Glu Lys Leu Ala Asp Glu Leu His Met Pro Ser Leu Pro Glu Met 
35 40 45 

Met Phe Gly Asp Asn Val Leu Arg He Gin His Gly Ser Gly Phe Gly 
50 55 60 

He Glu Phe Asn Ala Thr Asp Ala Leu Arg Cys Val Asn Asn Tyr Gin 

65 70 75 80 

Gly Met Leu Lys Val Ala Cys Ala Glu Glu Trp Gin Glu Ser Arg Thr 
85 90 95 

Glu Gly Glu His Ser Lys Glu Val He Lys Pro Tyr Asp Trp Thr Tyr 
100 105 110 

Thr Thr Asp Tyr Lys Gly Thr Leu Leu Gly Glu Ser Leu Lys Leu Lys 
115 120 125 

Val Val Pro Thr Thr Asp His He Asp Thr Glu Lys Leu Lys Ala Arg 
130 135 140 

Glu Gin He Lys Phe Phe Glu Glu Val Leu Leu Phe Glu Asp Glu Leu 
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145 150 155 160 

His Asp His Gly Val Ser Ser Leu Ser Val Lys lie Arg Val Met Pro 
165 170 175 

Ser Ser Phe Phe Leu Leu Leu Arg Phe Phe Leu Arg He Asp Gly Val 

180 185 190 

Leu lie Arg Met Asn Asp Thr Arg Leu Tyr His Glu Ala Asp Lys Thr 
195 200 205 

Tyr Met Leu Arg Glu Tyr Thr Ser Arg Glu Ser Lys He Ser Ser Leu 
210 215 220 

Met His Val Pro Pro Ser Leu Phe Thr Glu Pro Asn Glu He Ser Gin 
225 230 235 240 

Tyr Leu Pro He Lys Glu Ala Val Cys Glu Lys Leu He Phe Pro Glu 

245 250 255 

Arg He Asp Pro Asn Pro Ala Asp Ser Gin Lys Ser Thr Gin Val Glu 

260 265 270 

<210> 60 
<211> 1916 
<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (117).. (932) 

<400> 60 

atgstaacgg ctcggaagcc taggaggctg ggccggaggg aggcggagga accggtgttc 60 

gccgccgccg ctgcttcagc ttattccttg tggcctctgc gggtcctgcc tcagcc atg 119 

Met 
1 

atg ate cac ggc ttc cag age age cac egg gat tte tgc ttc ggg cee 167 
Met He His Gly Phe Gin Ser Ser His Arg Asp Phe Cys Phe Gly Pro 
5 10 15 

tgg aag ctg aeg gcg tee aag aee eae ate atg aag teg gcg gat gtg 215 
Trp Lys Leu Thr Ala Ser Lys Thr His lie Met Lys Ser Ala Asp Val 
20 25 30 

gag aaa tta gee gat gaa tta eat atg eca tet etc cet gaa atg atg 263 
Glu Lys Leu Ala Asp Glu Leu His Met Pro Ser Leu Pro Glu Met Met 
35 40 45 

ttt gga gac aac gtt tta aga ate eag eat ggg tet gge ttt gga att 311 
Phe Gly Asp Asn Val Leu Arg He Gin His Gly Ser Gly Phe Gly He 
50 55 60 65 

gag ttc aat get aca gat gcg tta aga tgt gta aac aac tac eaa gga 359 
Glu Phe Asn Ala Thr Asp Ala Leu Arg Cys Val Asn Asn Tyr Gin Gly 
70 75 80 
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atg ctt aaa gtg gcc tgt get gaa gag tgg caa gaa age agg aeg gag 407 

Met Leu Lys Val Ala Cys Ala Glu Glu Trp Gin Glu Ser Arg Thr Glu 

85 90 95 

ggt gaa eae tee aaa gag gtt att aaa eea tat gat tgg aee tat aca 455 

Gly Glu His Ser Lys Glu Val lie Lys Pro Tyr Asp Trp Thr Tyr Thr 

100 105 110 

aca gat tat aag gga aee tta ctt gga gaa tet ctt aag tta aag gtt 503 

Thr Asp Tyr Lys Gly Thr Leu Leu Gly Glu Ser Leu Lys Leu Lys Val 

115 120 125 

gta cct aea aea gat cat ata gat aca gaa aaa ttg aaa gcc aga gaa 551 

Val Pro Thr Thr Asp His He Asp Thr Glu Lys Leu Lys Ala Arg Glu 

130 135 140 145 

cag att aag ttt ttt gaa gaa gtt etc ctt ttt gag gat gaa ctt cat 599 

Gin He Lys Phe Phe Glu Glu Val Leu Leu Phe Glu Asp Glu Leu His 

150 155 160 

gat cat gga gtt tea age ctg agt gtg aag att aga gta atg cct tet 647 

Asp His Gly Val Ser Ser Leu Ser Val Lys He Arg Val Met Pro Ser 

165 170 175 

age ttt ttc ctg ctg ttg egg ttt ttc ttg aga att gat ggg gtg ctt 695 
Ser Phe Phe Leu Leu Leu Arg Phe Phe Leu Arg He Asp Gly Val Leu 

180 185 190 
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ate aga atg aat gac acg aga ctt tac cat gag get gae aag aee tac 743 
He Arg Met Asn Asp Thr Arg Leu Tyr His Glu Ala Asp Lys Thr Tyr 

195 200 205 

atg tta cga gaa tat acg tea ega gaa age aaa att tct agt ttg atg 791 
Met Leu Arg Glu Tyr Thr Ser Arg Glu Ser Lys He Ser Ser Leu Met 

210 215 220 225 

cat gtt cca cct tec etc ttc acg gaa cet aat gaa ata tec cag tat 839 
His Val Pro Pro Ser Leu Phe Thr Glu Pro Asn Glu He Ser Gin Tyr 

230 235 240 

tta cca ata aag gaa gca gtt tgt gag aag eta ata ttt cca gaa aga 887 
Leu Pro He Lys Glu Ala Val Cys Glu Lys Leu He Phe Pro Glu Arg 

245 250 255 

att gat cct aac cca gca gac tea caa aaa agt aca caa gtg gaa 932 
He Asp Pro Asn Pro Ala Asp Ser Gin Lys Ser Thr Gin Val Glu 

260 265 270 

taaaatgtga tacaaeatat actcactatg gaatetgact ggacaecttg gctatttgta 992 
aggggttatt tttattatga gaattaattg ccttgtttat gtacagattt tctgtagcet 1052 
taaaggaaaa aaaaataaag atcgttacag gcaggtttca ctcaactgct atttgtactg 1112 
tctgtcttca cattcatatt ceagatttat attttctgga gttaaatttg gatgatttct 1172 
aaattatcae aaagtgggac cteagcagta gtgatgtgtg tgtctcatga gcagtgagca 1232 
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cagtctgcat tcatcatgaa acactatctt ctaccaggag gaggttaatg taaatcacca 1292 

aatcccaatg ccttgtgact ttcataggat tcctgatcat gcatgttgat gtactggctc 1352 

ttcactttgg gctttctgat gtttattcac acctttggag agttgcaact tgccacatac 1412 

gaaattagtc tcatagtgta gtgaacttca accccaaaat tttaaaaatg tatttccccc 1472 

cagttttaaa ttgcctttga aatttaaaaa aaaaaattta gacttagtac cagaaccaaa 1532 

aatacctaga tttttggaga acttattaca tacatagaaa catgaatatg gtttaccwct 1592 

gtgtgtgtgt gtgtgtgtgt gtgtatacag actttttttt ttaacttgtt gattcagatg 1652 

tcttggtccc tgaatagtcc tagattactt attttgagaa ttgattgtta aaaattacag 1712 

ggaattaaaa taattgcctt ttttttttta gagggtaaga gatgggtaga agagtatgcc 1772 

tctgaaaatt ttattagttt attcttgtgg agaataccaa gaaaatgtgt atttgcccat 1832 

tgctaaatat gatatatgcc attttgtatt tatttgtccc aagtgtcttt ttttaagagg 1892 

agaataaaca ataaggaatt actg 1916 

<210> 61 
<211> 219 
<212> PRT 

<213> Homo sapiens 
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<400> 61 

Met Asn Arg Leu Phe Gly Lys Ala Lys Pro Lys Ala Pro Pro Pro Ser 
15 10 15 

Leu Thr Asp Cys He Gly Thr Val Asp Ser Arg Ala Glu Ser He Asp 

20 25 30 

Lys Lys He Ser Arg Leu Asp Ala Glu Leu Val Lys Tyr Lys Asp Gin 
35 40 45 

He Lys Lys Met Arg Glu Gly Pro Ala Lys Asn Met Val Lys Gin Lys 
50 55 60 

Ala Leu Arg Val Leu Lys Gin Lys Arg Met Tyr Glu Gin Gin Arg Asp 
65 70 75 80 

Asn Leu Ala Gin Gin Ser Phe Asn Met Glu Gin Ala Asn Tyr Thr He 
85 90 95 

Gin Ser Leu Lys Asp Thr Lys Thr Thr Val Asp Ala Met Lys Leu Gly 
100 105 110 

Val Lys Glu Met Lys Lys Ala Tyr Lys Gin Val Lys He Asp Gin He 
115 120 125 

Glu Asp Leu Gin Asp Gin Leu Glu Asp Met Met Glu Asp Ala Asn Glu 
130 135 140 
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He Gin Glu Ala Leu Ser Arg Ser Tyr Gly Thr Pro Glu Leu Asp Glu 
145 150 155 160 

Asp Asp Leu Glu Ala Glu Leu Asp Ala Leu Gly Asp Glu Leu Leu Ala 
165 170 175 

Asp Glu Asp Ser Ser Tyr Leu Asp Glu Ala Ala Ser Ala Pro Ala He 
180 185 190 

Pro Glu Gly Val Pro Thr Asp Thr Lys Asn Lys Asp Gly Val Leu Val 

195 200 205 

Asp Glu Phe Gly Leu Pro Gin He Pro Ala Ser 
210 215 

<210> 62 
<211> 1362 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (49).. (705) 

<400> 62 

gttttctggt tttgctctag tgtttgggtt tcttcgcggc tgctcaag atg aac cga 57 

Met Asn Arg 
1 
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etc ttc ggg aaa gcg aaa ccc aag get eeg ecg ccc age etg aet gae 105 

Leu Phe Gly Lys Ala Lys Pro Lys Ala Pro Pro Pro Ser Leu Thr Asp 

5 10 15 

tge att ggc aeg gtg gae agt aga gea gaa tee att gae aag aag att 153 

Cys He Gly Thr Val Asp Ser Arg Ala Glu Ser He Asp Lys Lys He 

20 25 30 35 

tet ega ttg gat get gag eta gtg aag tat aag gat eag ate aag aag 201 

Ser Arg Leu Asp Ala Glu Leu Val Lys Tyr Lys Asp Gin He Lys Lys 

40 45 50 

atg aga gag ggt eet gea aag aat atg gte aag eag aaa gee ttg ega 249 

Met Arg Glu Gly Pro Ala Lys Asn Met Val Lys Gin Lys Ala Leu Arg 

55 60 65 

gtt tta aag eaa aag agg atg tat gag eag eag egg gae aat ett gee 297 

Val Leu Lys Gin Lys Arg Met Tyr Glu Gin Gin Arg Asp Asn Leu Ala 

70 75 80 

eaa eag tea tte aae atg gaa eaa gee aat tat aee ate eag tet ttg 345 

Gin Gin Ser Phe Asn Met Glu Gin Ala Asn Tyr Thr He Gin Ser Leu 

85 90 95 

aag gae aee aag aee aeg gtt gat get atg aaa etg gga gta aag gaa 393 

Lys Asp Thr Lys Thr Thr Val Asp Ala Met Lys Leu Gly Val Lys Glu 

100 105 110 115 



atg aag aag gea tae aag eaa gtg aag ate gae eag att gag gat tta 441 
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Met Lys Lys Ala Tyr Lys Gin Val Lys He Asp Gin He Glu Asp Leu 
120 125 130 

caa gac cag eta gag gat atg atg gaa gat gca aat gaa ate caa gaa 489 
Gin Asp Gin Leu Glu Asp Met Net Glu Asp Ala Asn Glu He Gin Glu 
135 140 145 

gca ctg agt cgc agt tat ggc acc cca gaa ctg gat gaa gat gat tta 537 
Ala Leu Ser Arg Ser Tyr Gly Thr Pro Glu Leu Asp Glu Asp Asp Leu 
150 155 160 

gaa gca gag ttg gat gca eta ggt gat gag ett ctg get gat gaa gac 585 
Glu Ala Glu Leu Asp Ala Leu Gly Asp Glu Leu Leu Ala Asp Glu Asp 
185 170 175 

agt tct tat ttg gat gag gca gca tct gca ect gca att cca gaa ggt 633 
Ser Ser Tyr Leu Asp Glu Ala Ala Ser Ala Pro Ala He Pro Glu Gly 
180 185 190 195 

gtt ccc act gat aca aaa aac aag gat gga gtt ctg gtg gat gaa ttt 681 
Val Pro Thr Asp Thr Lys Asn Lys Asp Gly Val Leu Val Asp Glu Phe 
200 205 210 

gga ttg cca cag ate cct get tea tagatttgca teattcaage atatettgta 735 
Gly Leu Pro Gin He Pro Ala Ser 
215 

aaaeaaacac atattatggg actaggaaat atttatettt ecaaatttgc eataacagat 795 
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ttaggtttct ttcctttctt tgaaggaaag tttaattaca ttgctctttt attttttcca 855 

ttaagagact cattgcttgg gaaatgcttt cttcgtacta aaatttgatt cctttttttt 915 

cttatgaaaa acgaactcag tttaaaagta tttttagctc gtatgacttg ttttcattca 975 

ttaataataa tttgaaataa aactaaggaa atggaatctt aaaagtctat gacagtgtaa 1035 

ctctacagtc tcaaaatgac ctgataaatt gataagacaa agatgagatt attggggctg 1095 

ttcatattat gattcagaat cattttctat tgtggtatta taggttggtt aaagtgatgg 1155 

cctttttgat gggttttgtt gtgtcttgtg aacaagtcgt tactgtgtcc attattggaa 1215 

tggaattatc actactgtat catgagtggg tattttgatt ctatggttcc ctcagtatta 1275 

catcttgact tgtaatcaat tatgaatatt tcttgatatt taatgtatag gacatttatt 1335 

tatactcaat aaatattttt caaaagg 1362 

<210> 63 
<211> 622 
<212> PRT 

<213> Homo sapiens 
<400> 63 

Met Ala Asp Gly Pro Asp Glu Tyr Asp Thr Glu Ala Gly Cys Val Pro 
15 10 15 
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Leu Leu His Pro GIu Glu lie Lys Pro Gin Ser His Tyr Asn His Gly 
20 25 30 

Tyr Gly Glu Pro Leu Gly Arg Lys Thr His He Asp Asp Tyr Ser Thr 
35 40 45 

Trp Asp He Val Lys Ala Thr Gin Tyr Gly He Tyr Glu Arg Cys Arg 
50 55 60 

Glu Leu Val Glu Ala Gly Tyr Asp Val Arg Gin Pro Asp Lys Glu Asn 

65 70 75 80 

Val Thr Leu Leu His Trp Ala Ala He Asn Asn Arg He Asp Leu Val 
85 90 95 

Lys Tyr Tyr He Ser Lys Gly Ala He Val Asp Gin Leu Gly Gly Asp 
100 105 110 

Leu Asn Ser Thr Pro Leu His Trp Ala Thr Arg Gin Gly His Leu Ser 
115 120 125 

Met Val Val Gin Leu Met Lys Tyr Gly Ala Asp Pro Ser Leu lie Asp 

130 135 140 

Gly Glu Gly Cys Ser Cys lie His Leu Ala Ala Gin Phe Gly His Thr 
145 150 155 160 



Ser He Val Ala Tyr Leu lie Ala Lys Gly Gin Asp Val Asp Met Met 
165 170 175 



2 3 7 



maE# 2001-3116643 



#2 000 — 4 02288 



Asp Gin Asn Gly Met Thr Pro Leu Met Trp Ala Ala Tyr Arg Thr His 
180 185 190 

Ser Val Asp Pro Thr Arg Leu Leu Leu Thr Phe Asn Val Ser Val Asn 
195 200 205 

Leu Gly Asp Lys Tyr His Lys Asn Thr Ala Leu His Trp Ala Val Leu 
210 215 220 

Ala Gly Asn Thr Thr Val lie Ser Leu Leu Leu Glu Ala Gly Ala Asn 
225 230 235 240 

Val Asp Ala Gin Asn lie Lys Gly Glu Ser Ala Leu Asp Leu Ala Lys 

245 250 255 

Gin Arg Lys Asn Val Trp Met lie Asn His Leu Gin Glu Ala Arg Gin 
260 265 270 

Ala Lys Gly Tyr Asp Asn Pro Ser Phe Leu Arg Lys Leu Lys Ala Asp 
275 280 285 

Lys Glu Phe Arg Gin Lys Val Met Leu Gly Thr Pro Phe Leu Val He 
290 295 300 

Trp Leu Val Gly Phe He Ala Asp Leu Asn He Asp Ser Trp Leu He 

305 310 315 320 



Lys Gly Leu Met Tyr Gly Gly Val Trp Ala Thr Val Gin Phe Leu Ser 



2 3 8 
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325 



330 



335 



Lys Ser Phe Phe Asp His Ser Met His Ser Ala Leu Pro Leu Gly He 

340 345 350 

Tyr Leu Ala Thr Lys Phe Trp Met Tyr Val Thr Trp Phe Phe Trp Phe 

355 360 365 

Trp Asn Asp Leu Asn Phe Leu Phe He His Leu Pro Phe Leu Ala Asn 
370 375 380 

Ser Val Ala Leu Phe Tyr Asn Phe Gly Lys Ser Trp Lys Ser Asp Pro 
385 390 395 400 

Gly lie lie Lys Ala Thr Glu Glu Gin Lys Lys Lys Thr He Val Glu 
405 410 415 

Leu Ala Glu Thr Gly Ser Leu Asp Leu Ser He Phe Cys Ser Thr Cys 

420 425 430 

Leu He Arg Lys Pro Val Arg Ser Lys His Cys Gly Val Cys Asn Arg 
435 440 445 

Cys He Ala Lys Phe Asp His His Cys Pro Trp Val Gly Asn Cys Val 
450 455 460 



Gly Ala Gly Asn His Arg Tyr Phe Met Gly Tyr Leu Phe Phe Leu Leu 
465 470 475 480 
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Phe Met He Cys Trp Met He Tyr Gly Cys He Ser Tyr Trp Gly Leu 
485 490 495 

His Cys Glu Thr Thr Tyr Thr Lys Asp Gly Phe Trp Thr Tyr He Thr 
500 505 510 

Gin He Ala Thr Cys Ser Pro Trp Met Phe Trp Met Phe Leu Asn Ser 
515 520 525 

Val Phe His Phe Met Trp Val Ala Val Leu Leu Met Cys Gin Met Tyr 

530 535 540 

Gin He Ser Cys Leu Gly He Thr Thr Asn Glu Arg Met Asn Ala Arg 

545 550 555 560 

Arg Tyr Lys His Phe Lys Val Thr Thr Thr Ser He Glu Ser Pro Phe 
565 570 575 

Asn His Gly Cys Val Arg Asn He He Asp Phe Phe Glu Phe Arg Cys 
580 585 590 

Cys Gly Leu Phe Arg Pro Val He Val Asp Trp Thr Arg Gin Tyr Thr 

595 600 . 605 

He Glu Tyr Asp Gin He Ser Gly Ser Gly Tyr Gin Leu Val 
610 615 620 

<210> 64 
<211> 2948 



2 4 0 
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<212> DNA 

<213> Hobo sapiens 



<220> 

<221> CDS 

<222> (14).. (1879) 



<400> 64 

atttaacacc aag atg gcg gac ggc ccg gat gag tac gat acc gaa gcg 49 

Met Ala Asp Gly Pro Asp Glu Tyr Asp Thr Glu Ala 

1 5 10 



ggc tgt gtg ccc ctt etc cac cca gag gaa ate aaa ccc caa age eat 97 
Gly Cys Val Pro Leu Leu His Pro Glu Glu He Lys Pro Gin Ser His 

15 20 25 



tat aae eat gga tat ggt gaa cct ctt gga egg aaa act cat att gat 145 
Tyr Asn His Gly Tyr Gly Glu Pro Leu Gly Arg Lys Thr His He Asp 
30 35 40 

gat tac age aca tgg gac ata gtc aag get aca caa tat gga ata tat 193 
Asp Tyr Ser Thr Trp Asp He Val Lys Ala Thr Gin Tyr Gly He Tyr 

45 50 55 60 



gaa ege tgt cga gaa ttg gtg gaa gca ggt tat gat gta egg caa ccg 241 
Glu Arg Cys Arg Glu Leu Val Glu Ala Gly Tyr Asp Val Arg Gin Pro 
65 70 75 



gac aaa gaa aat gtt acc etc etc cat tgg get gee ate aat aac aga 289 

2 4 1 miE# 2001-3116643 



#2 000-4 02288 



Asp Lys Glu Asn Val Thr Leu Leu His Trp Ala Ala He Asn Asn Arg 
80 85 90 

ata gat tta gtc aaa tac tat att teg aaa ggt get att gtg gat eaa 337 
lie Asp Leu Val Lys Tyr Tyr He Ser Lys Gly Ala He Val Asp Gin 
95 100 105 

ctt gga ggg gae ctg aat tea act cca ttg cac tgg gee aea aga caa 385 
Leu Gly Gly Asp Leu Asn Ser Thr Pro Leu His Trp Ala Thr Arg Gin 
110 115 120 

gge cat eta tec atg gtt gtg caa eta atg aaa tat ggt gea gat cct 433 
Gly His Leu Ser Met Val Val Gin Leu Met Lys Tyr Gly Ala Asp Pro 

125 130 135 140 

tea tta att gat gga gaa gga tgt age tgt att eat ctg get get cag 481 
Ser Leu He Asp Gly Glu Gly Cys Ser Cys He His Leu Ala Ala Gin 
145 150 155 

tte gga cat ace tea att gtt get tat etc ata gea aaa gga cag gat 529 
Phe Gly His Thr Ser He Val Ala Tyr Leu He Ala Lys Gly Gin Asp 
160 165 170 

gta gat atg atg gat cag aat gga atg acg cct tta atg tgg gea gea 577 
Val Asp Met Met Asp Gin Asn Gly Met Thr Pro Leu Met Trp Ala Ala 
175 180 185 

tat aga aea eat agt gtg gat cca act aga ttg ctt tta aea ttc aat 625 
Tyr Arg Thr His Ser Val Asp Pro Thr Arg Leu Leu Leu Thr Phe Asn 
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190 195 200 

gtt tea gtt aac ctt ggt gac aag tat cac aaa aac act get etg cat 673 

Val Ser Val Asn Leu Gly Asp Lys Tyr His Lys Asn Thr Ala Leu His 
205 210 215 220 

tgg gca gtg eta gca ggg aat ace aca gtc att age ett ett etg gaa 721 

Trp Ala Val Leu Ala Gly Asn Thr Thr Val He Ser Leu Leu Leu Glu 
225 230 235 

get gga get aat gtt gat gee eag aat ate aag gge gaa tea geg ett 769 

Ala Gly Ala Asn Val Asp Ala Gin Asn lie Lys Gly Glu Ser Ala Leu 

240 245 250 

gat ttg gea aaa eag aga aaa aat gtg tgg atg ate aae eae tta eaa 817 

Asp Leu Ala Lys Gin Arg Lys Asn Val Trp Met He Asn His Leu Gin 
255 260 265 

gag gea agg eaa gea aaa gga tat gae aat eeg tee tte ett aga aag 865 

Glu Ala Arg Gin Ala Lys Gly Tyr Asp Asn Pro Ser Phe Leu Arg Lys 
270 275 280 

etg aaa get gat aag gaa ttt egg eag aaa gta atg tta gga aet eet 913 

Leu Lys Ala Asp Lys Glu Phe Arg Gin Lys Val Met Leu Gly Thr Pro 
285 290 295 300 

tte eta gtt att tgg etg gtt ggg ttt ata gea gae eta aat att gat 961 

Phe Leu Val He Trp Leu Val Gly Phe He Ala Asp Leu Asn He Asp 
305 310 315 
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tct tgg etc att aaa ggg eta atg tat ggt ggt gtt tgg get aca gta 1009 
Ser Trp Leu He Lys Gly Leu Met Tyr Gly Gly Val Trp Ala Thr Val 
320 325 330 

cag ttt ett tea aaa tee ttt tte gat eat tea atg eat agt gea ttg 1057 
Gin Phe Leu Ser Lys Ser Phe Phe Asp His Ser Met His Ser Ala Leu 
335 340 345 

cce ett ggg ata tat ttg gea aee aaa ttc tgg atg tat gtg aeg tgg 1105 
Pro Leu Gly He Tyr Leu Ala Thr Lys Phe Trp Met Tyr Val Thr Trp 
350 355 360 

tte tte tgg ttt tgg aat gat etc aac ttt tta ttt ate cat ett cea 1153 
Phe Phe Trp Phe Trp Asn Asp Leu Asn Phe Leu Phe He His Leu Pro 
365 370 375 380 

ttc ett gee aat agt gtt gea ett ttc tac aat ttt gga aaa tct tgg 1201 
Phe Leu Ala Asn Ser Val Ala Leu Phe Tyr Asn Phe Gly Lys Ser Trp 
385 390 395 

aaa tea gat cea ggg att att aaa gea aca gaa gag caa aag aaa aag 1249 
Lys Ser Asp Pro Gly He He Lys Ala Thr Glu Glu Gin Lys Lys Lys 
400 405 410 



aca ata gtt gaa ett gea gag aca gga agt ctg gae etc agt ata tte 
Thr He Val Glu Leu Ala Glu Thr Gly Ser Leu Asp Leu Ser He Phe 
415 420 425 



1297 



2 4 4 
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tgc agt acc tgt ttg ata cga aaa ccg gtg agg tec aaa cat tgt ggt 1345 
Cys Ser Thr Cys Leu lie Arg Lys Pro Val Arg Ser Lys His Cys Gly 
430 435 440 

gtg tgc aac cgc tgt ata gca aaa ttt gat cat cat tgc cca tgg gtg 1393 
Val Cys Asn Arg Cys He Ala Lys Phe Asp His His Cys Pro Trp Val 
445 450 455 460 

ggt aac tgt gta ggt gca ggc aac cat aga tat ttt atg ggc tac eta 1441 
Gly Asn Cys Val Gly Ala Gly Asn His Arg Tyr Phe Met Gly Tyr Leu 

465 470 475 

ttc ttc ttg ctt ttt atg ate tgc tgg atg att tat ggt tgt ata tet 1489 
Phe Phe Leu Leu Phe Met He Cys Trp Met He Tyr Gly Cys He Ser 

480 485 490 

tac tgg gga etc cac tgt gag acc act tac acc aag gat gga ttt tgg 1537 
Tyr Trp Gly Leu His Cys Glu Thr Thr Tyr Thr Lys Asp Gly Phe Trp 

495 500 505 

aca tac att act cag att gcc acg tgt tea ect tgg atg ttt tgg atg 1585 
Thr Tyr He Thr Gin He Ala Thr Cys Ser Pro Trp Met Phe Trp Met 

510 515 520 

ttc ctg aac agt gtt ttc cac ttc atg tgg gtg get gta tta etc atg 1633 
Phe Leu Asn Ser Val Phe His Phe Met Trp Val Ala Val Leu Leu Met 

525 530 535 540 

tgt cag atg tac cag ata tea tgt tta ggt att act aca aat gaa aga 1681 
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Cys Gin Met Tyr Gin He Ser Cys Leu Gly He Thr Thr Asn Glu Arg 
545 550 555 

atg aat gcc agg aga tac aag cac ttt aaa gtc aca aca acg tct att 1729 

Met Asn Ala Arg Arg Tyr Lys His Phe Lys Val Thr Thr Thr Ser He 
560 565 570 

gaa age cca ttc aac cat gga tgt gta aga aat att ata gac ttc ttt 1777 

Glu Ser Pro Phe Asn His Gly Cys Val Arg Asn He He Asp Phe Phe 
575 580 585 

gaa ttt cga tgc tgt ggc etc ttt cgt cct gtt ate gtg gac tgg acc 1825 

Glu Phe Arg Cys Cys Gly Leu Phe Arg Pro Val He Val Asp Trp Thr 

590 595 600 

agg cag tat aca ata gaa tat gac caa ata tea gga tct ggg tac eag 1873 

Arg Gin Tyr Thr He Glu Tyr Asp Gin He Ser Gly Ser Gly Tyr Gin 
605 610 615 620 

ctg gtg tagcgacatc ttatcctatg aagcatattg ctgagtggtg cctgaaaatt 1929 
Leu Val 

gtgtctgtcc gtgtctttct cacactcgaa tccacatcct ttgaacaaga gcatgctatg 1989 

tgtagggcta atggtgaatt ttacagtctt tttttcaaca cttttattaa caaaagtaaa 2049 

catggacaga acacactgcc atttctggga agagtaaaga tgataaaaaa taattttaat 2109 

ggttcftaat gtggaaattc acaacatact caacttttgg gttttgttct cacagtattt 2169 
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ttcacaaaaa aagggtaaac ttattctatt gacagacatg gtgtactgat cagaaatgtt 2229 

cagttttaac taaaactaaa tttatgttat ttggctaaat gttatgatgc agtctagtac 2289 

gagtattgca tctaattcca ggagcattgt tttaagttga ttgactagtt attatgtaca 2349 

tttcagaatg tacacataaa tactgtgatg aaaatcatgt gattgggatc tactgtgatg 2409 

ttgtcttcaa aggcaggaga aaataatgtt cacaataaaa tgtgctaaca atgttttgtt 2469 

tctatcagct gttgcaatgc tgatatattt ctagttcagt gaaataattt gtagtaacct 2529 

tactctgagg ttttacggtc tgataatgaa gcacttgcat gagtatagta agtcatgttt 2589 

ttttgttcaa atttaaaagc cctgctaatt gcatgacaca ccacatagaa tgtatactag 2649 

cagatactat ccagtgaagc ataaattaga atttaatttg atgttcaaaa acagttccat 2709 

ttttaagggt taaggtggta ttttcaagaa aaggcagaac aaataatgca aaattctcag 2769 

taatagtgat acatggatat acttcctttt aaattctcag ctgcaaaata attgtagaca 2829 

aaataatggc atttaactaa agatggagca tgatctgtgt acatagcaca tgtgaataaa 2889 

agaaaagctg acagtatatt ctggtttcaa taaaatgacc tatcagaaag tagaatttc 2948 

<210> 65 
<211> 632 

2 4 7 2001-3116643 
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<212> PRT 

<213> Homo sapiens 

<400> 65 

Met Gin Arg Glu Glu Gly Phe Asn Thr Lys Met Ala Asp Gly Pro Asp 
15 10 15 

Glu Tyr Asp Thr Glu Ala Gly Cys Val Pro Leu Leu His Pro Glu Glu 
20 25 SO 

# 

He Lys Pro Gin Ser His Tyr Asn His Gly Tyr Gly Glu Pro Leu Gly 
35 40 45 

Arg Lys Thr His He Asp Asp Tyr Ser Thr Trp Asp He Val Lys Ala 

50 55 60 

Thr Gin Tyr Gly He Tyr Glu Arg Cys Arg Glu Leu Val Glu Ala Gly 
65 70 75 80 

Tyr Asp Val Arg Gin Pro Asp Lys Glu Asn Val Thr Leu Leu His Trp 
85 90 95 

Ala Ala He Asn Asn Arg He Asp Leu Val Lys Tyr Tyr He Ser Lys 
100 105 110 

Gly Ala He Val Asp Gin Leu Gly Gly Asp Leu Asn Ser Thr Pro Leu 

115 120 125 

His Trp Ala Thr Arg Gin Gly His Leu Ser Met Val Val Gin Leu Met 
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130 



135 



140 



Lys Tyr Gly Ala Asp Pro Ser Leu He Asp Gly Glu Gly Cys Ser Cys 

145 150 155 160 

He His Leu Ala Ala Gin Phe Gly His Thr Ser He Val Ala Tyr Leu 
165 170 175 

He Ala Lys Gly Gin Asp Val Asp Met Met Asp Gin Asn Gly Met Thr 
180 185 190 

Pro Leu Met Trp Ala Ala Tyr Arg Thr His Ser Val Asp Pro Thr Arg 
195 200 205 

Leu Leu Leu Thr Phe Asn Val Ser Val Asn Leu Gly Asp Lys Tyr His 
210 215 220 

Lys Asn Thr Ala Leu His Trp Ala Val Leu Ala Gly Asn Thr Thr Val 

225 230 235 240 

He Ser Leu Leu Leu Glu Ala Gly Ala Asn Val Asp Ala Gin Asn He 

245 250 255 

Lys Gly Glu Ser Ala Leu Asp Leu Ala Lys Gin Arg Lys Asn Val Trp 
260 265 270 



Met He Asn His Leu Gin Glu Ala Arg Gin Ala Lys Gly Tyr Asp Asn 
275 280 285 
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Pro Ser Phe Leu Arg Lys Leu Lys Ala Asp Lys Glu Phe Arg Gin Lys 
290 295 300 

Val Met Leu Gly Thr Pro Phe Leu Val He Trp Leu Val Gly Phe lie 
305 310 315 320 

Ala Asp Leu Asn He Asp Ser Trp Leu He Lys Gly Leu Met Tyr Gly 
325 330 335 

Gly Val Trp Ala Thr Val Gin Phe Leu Ser Lys Ser Phe Phe Asp His 

340 345 350 

Ser Met His Ser Ala Leu Pro Leu Gly He Tyr Leu Ala Thr Lys Phe 

355 360 365 

Trp Met Tyr Val Thr Trp Phe Phe Trp Phe Trp Asn Asp Leu Asn Phe 
370 375 380 

Leu Phe He His Leu Pro Phe Leu Ala Asn Ser Val Ala Leu Phe Tyr 
385 390 395 400 

Asn Phe Gly Lys Ser Trp Lys Ser Asp Pro Gly He He Lys Ala Thr 
405 410 415 

Glu Glu Gin Lys Lys Lys Thr He Val Glu Leu Ala Glu Thr Gly Ser 
420 425 430 



Leu Asp Leu Ser He Phe Cys Ser Thr Cys Leu He Arg Lys Pro Val 
435 440 445 
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Arg Ser Lys His Cys Gly Val Cys Asn Arg Cys He Ala Lys Phe Asp 
450 455 460 

His His Cys Pro Trp Val Gly Asn Cys Val Gly Ala Gly Asn His Arg 
465 470 475 480 

Tyr Phe Met Gly Tyr Leu Phe Phe Leu Leu Phe Met He Cys Trp Met 
485 490 495 

He Tyr Gly Cys He Ser Tyr Trp Gly Leu His Cys Glu Thr Thr Tyr 
500 505 510 

Thr Lys Asp Gly Phe Trp Thr Tyr He Thr Gin He Ala Thr Cys Ser 

515 520 525 

Pro Trp Met Phe Trp Met Phe Leu Asn Ser Val Phe His Phe Met Trp 

530 535 540 

Val Ala Val Leu Leu Met Cys Gin Met Tyr Gin He Ser Cys Leu Gly 
545 550 555 560 

He Thr Thr Asn Glu Arg Met Asn Ala Arg Arg Tyr Lys His Phe Lys 
565 570 575 

Val Thr Thr Thr Ser He Glu Ser Pro Phe Asn His Gly Cys Val Arg 

580 585 590 



Asn He He Asp Phe Phe Glu Phe Arg Cys Cys Gly Leu Phe Arg Pro 
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595 600 605 

Val lie Val Asp Trp Thr Arg Gin Tyr Thr He Glu Tyr Asp Gin He 
610 615 620 

Ser Gly Ser Gly Tyr Gin Leu Val 

625 630 

<210> 66 
<211> 4715 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (108) .. (2003) 
<400> 66 

gaagaaggag gaggaggccc gcgtcgcctc cggcggggct cgcgctcgcc ccgcgctcgc 60 

cctccgcctc gcccgagccc cgggagggtg aaacgctttc tcccagc atg cag egg 116 

Met Gin Arg 
1 

gag gag gga ttt aac acc aag atg gcg gac ggc ccg gat gag tac gat 164 

Glu Glu Gly Phe Asn Thr Lys Met Ala Asp Gly Pro Asp Glu Tyr Asp 
5 10 15 

acc gaa gcg ggc tgt gtg ccc ctt etc cac cca gag gaa ate aaa cec 212 
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Thr Glu Ala Gly Cys Val Pro Leu Leu His Pro Qlu Glu He Lys Pro 
20 25 30 35 



caa age cat tat aac cat gga tat ggt gaa cct ctt gga egg aaa act 260 
Gin Ser His Tyr Asn His Gly Tyr Gly Glu Pro Leu Gly Arg Lys Thr 
40 45 50 



cat att gat gat tac age aca tgg gae ata gte aag get aca caa tat 308 
His He Asp Asp Tyr Ser Thr Trp Asp He Val Lys Ala Thr Gin Tyr 
^ 55 60 65 



gga ata tat gaa cge tgt cga gaa ttg gtg gaa gca ggt tat gat gta 356 
Gly He Tyr Glu Arg Cys Arg Glu Leu Val Glu Ala Gly Tyr Asp Val 
70 75 80 



egg caa eeg gae aaa gaa aat gtt ace etc etc cat tgg get gee ate 404 
Arg Gin Pro Asp Lys Glu Asn Val Thr Leu Leu His Trp Ala Ala He 
85 90 95 

aat aac aga ata gat tta gte aaa tac tat att tcg aaa ggt get att 452 
Asn Asn Arg He Asp Leu Val Lys Tyr Tyr He Ser Lys Gly Ala He 
100 105 110 115 



gtg gat caa ctt gga ggg gae ctg aat tea act cca ttg cae tgg gee 500 - 
Val Asp Gin Leu Gly Gly Asp Leu Asn Ser Thr Pro Leu His Trp Ala 
120 125 130 

aca aga caa gge cat eta tec atg gtt gtg caa eta atg aaa tat ggt 548 
Thr Arg Gin Gly His Leu Ser Met Val Val Gin Leu Met Lys Tyr Gly 
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135 



140 



145 



gca gat cct tea tta att gat gga gaa gga tgt age tgt att eat etg 596 

Ala Asp Pro Ser Leu He Asp Gly Glu Gly Cys Ser Cys He His Leu 
150 155 160 



get get eag tte gga eat aee tea att gtt get tat cte ata gca aaa 644 
Ala Ala Gin Phe Gly His Thr Ser He Val Ala Tyr Leu He Ala Lys 
165 170 175 

gga eag gat gta gat atg atg gat eag aat gga atg acg cct tta atg 692 
Gly Gin Asp Val Asp Met Met Asp Gin Asn Gly Met Thr Pro Leu Met 
180 185 190 195 



tgg gca gea tat aga aca eat agt gtg gat eea act aga ttg ctt tta 740 
Trp Ala Ala Tyr Arg Thr His Ser Val Asp Pro Thr Arg Leu Leu Leu 
200 205 210 



aca tte aat gtt tea gtt aae ctt ggt gac aag tat cac aaa aac act 788 
Thr Phe Asn Val Ser Val Asn Leu Gly Asp Lys Tyr His Lys Asn Thr 
215 220 225 



get ctg eat tgg gca gtg eta gca ggg aat acc aca gte att age ctt 836 
Ala Leu His Trp Ala Val Leu Ala Gly Asn Thr Thr Val He Ser Leu 
230 235 240 



ctt ctg gaa get gga get aat gtt gat gee eag aat ate aag ggc gaa 884 
Leu Leu Glu Ala Gly Ala Asn Val Asp Ala Gin Asn He Lys Gly Glu 
245 250 255 
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tea gcg ctt gat ttg gca aaa cag aga aaa aat gtg tgg atg ate aac 932 
Ser Ala Leu Asp Leu Ala Lys Gin Arg Lys Asn Val Trp Met He Asn 

260 265 270 275 

cac tta caa gag gca agg caa gca aaa gga tat gac aat ccg tec ttc 980 
His Leu Gin Glu Ala Arg Gin Ala Lys Gly Tyr Asp Asn Pro Ser Phe 
280 285 290 

ctt aga aag ctg aaa get gat aag gaa ttt egg cag aaa gta atg tta 1028 
Leu Arg Lys Leu Lys Ala Asp Lys Glu Phe Arg Gin Lys Val Met Leu 
295 300 305 

gga act cet ttc eta gtt att tgg ctg gtt ggg ttt ata gca gac eta 1076 
Gly Thr Pro Phe Leu Val lie Trp Leu Val Gly Phe lie Ala Asp Leu 
310 315 320 

aat att gat tct tgg etc att aaa ggg eta atg tat ggt ggt gtt tgg 1124 
Asn He Asp Ser Trp Leu He Lys Gly Leu Met Tyr Gly Gly Val Trp 
325 330 335 

get aca gta cag ttt ctt tea aaa tec ttt ttc gat cat tea atg cat 1172 
Ala Thr Val Gin Phe Leu Ser Lys Ser Phe Phe Asp His Ser Met His 
340 345 350 355 

agt gca ttg ecc ctt ggg ata tat ttg gca ace aaa ttc tgg atg tat 1220 
Ser Ala Leu Pro Leu Gly He Tyr Leu Ala Thr Lys Phe Trp Met Tyr 
360 365 370 
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gtg acg tgg ttc ttc tgg ttt tgg aat gat etc aac ttt tta ttt ate 1268 
Val Thr Trp Phe Phe Trp Phe Trp Asn Asp Leu Asn Phe Leu Phe lie 

375 380 385 

cat ett cea ttc ett gee aat agt gtt gea ett ttc tac aat ttt gga 1316 
His Leu Pro Phe Leu Ala Asn Ser Val Ala Leu Phe Tyr Asn Phe Gly 

390 395 400 

aaa tct tgg aaa tea gat cea ggg att att aaa gea aca gaa gag caa 1364 
Lys Ser Trp Lys Ser Asp Pro Gly lie He Lys Ala Thr Glu Glu Gin 

405 410 415 

aag aaa aag aca ata gtt gaa ett gea gag aca gga agt ctg gae etc 1412 
Lys Lys Lys Thr He Val Glu Leu Ala Glu Thr Gly Ser Leu Asp Leu 

420 425 430 435 

agt ata ttc tgc agt ace tgt ttg ata cga aaa ccg gtg agg tec aaa 1460 
Ser He Phe Cys Ser Thr Cys Leu He Arg Lys Pro Val Arg Ser Lys 

440 445 450 

cat tgt ggt gtg tgc aac cgc tgt ata gea aaa ttt gat cat eat tgc 1508 
His Cys Gly Val Cys Asn Arg Cys He Ala Lys Phe Asp His His Cys 
455 460 465 

cea tgg gtg ggt aac tgt gta ggt gea ggc aac cat aga tat ttt atg 1556 
Pro Trp Val Gly Asn Cys Val Gly Ala Gly Asn His Arg Tyr Phe Met 

470 475 480 

ggc tac eta ttc ttc ttg ett ttt atg ate tgc tgg atg att tat ggt 1604 
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Gly Tyr Leu Phe Phe Leu Leu Phe Met He Cys Trp Met He Tyr Gly 
485 490 495 

tgt ata tct tac tgg gga etc cac tgt gag acc act tac acc aag gat 1652 

Cys He Ser Tyr Trp Gly Leu His Cys Glu Thr Thr Tyr Thr Lys Asp 
500 505 510 515 



gga ttt tgg aca tac att act cag att gcc acg tgt tea cct tgg atg 1700 
Gly Phe Trp Thr Tyr He Thr Gin He Ala Thr Cys Ser Pro Trp Met 
^ 520 525 530 



ttt tgg atg ttc ctg aac agt gtt ttc cac ttc atg tgg gtg get gta 1748 

Phe Trp Met Phe Leu Asn Ser Val Phe His Phe Met Trp Val Ala Val 
535 540 545 

tta etc atg tgt cag atg tac cag ata tea tgt tta ggt att act aca 1796 

Leu Leu Met Cys Gin Met Tyr Gin He Ser Cys Leu Gly He Thr Thr 
550 555 560 

aat gaa aga atg aat gcc agg aga tac aag cac ttt aaa gtc aca aca 1844 

Asn Glu Arg Met Asn Ala Arg Arg Tyr Lys His Phe Lys Val Thr Thr 

565 570 575 



acg tct att gaa age cea ttc aac cat gga tgt gta aga aat att ata 1892 

Thr Ser He Glu Ser Pro Phe Asn His Gly Cys Val Arg Asn He He 
580 585 590 595 

gac ttc ttt gaa ttt ega tgc tgt ggc etc ttt cgt ect gtt ate gtg 1940 

Asp Phe Phe Glu Phe Arg Cys Cys Gly Leu Phe Arg Pro Val He Val 
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600 605 610 

gac tgg acc agg cag tat aca ata gaa tat gac caa ata tea gga tct 1988 
Asp Trp Thr Arg Gin Tyr Thr He Glu Tyr Asp Gin He Ser Gly Ser 
615 620 625 

ggg tac cag ctg gtg tagcgacatc ttatcctatg aagcatattg ctgagtggtg 2043 
Gly Tyr Gin Leu Val 
630 

cctgaaaatt gtgtctgtcc gtgtctttct cacactcgaa tccacatcct ttgaacaaga 2103 

gcatgctatg tgtagggcta atggtgaatt ttacagtctt tttttcaaca cttttattaa 2163 

caaaagtaaa catggacaga acacactgcc atttctggga agagtaaaga tgataaaaaa 2223 

taattttaat ggttcttaat gtggaaattc acaacatact caacttttgg gttttgttct 2283 

cacagtattt ttcacaaaaa aagggtaaac ttattctatt gacagacatg gtgtactgat 2343 

cagaaatgtt cagttttaac taaaactaaa tttatgttat ttggctaaat gttatgatgc 2403 

agtctagtac gagtattgca tctaattcca ggagcattgt tttaagttga ttgactagtt 2463 

attatgtaca tttcagaatg tacacataaa tactgtgatg aaaatcatgt gattgggatc 2523 

tactgtgatg ttgtcttcaa aggcaggaga aaataatgtt cacaataaaa tgtgctaaca 2583 

atgttttgtt tctatcagct gttgcaatgc tgatatattt ctagttcagt gaaataattt 2643 
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gtagtaacct tactctgagg ttttacggtc tgataatgaa gcacttgcat gagtatagta 2703 
agtcatgttt ttttgttcaa atttaaaagc cctgctaatt gcatgacaca ccacatagaa 2763 
tgtatactag cagatactat ccagtgaagc ataaattaga atttaatttg atgttcaaaa 2823 
acagttccat ttttaagggt taaggtggta ttttcaagaa aaggcagaac aaataatgca 2883 
aaattctcag taatagtgat acatggatat acttcctttt aaattctcag ctgcaaaata 2943 
attgtagaca aaataatggc atttaactaa agatggagca tgatctaagt acatagcaca 3003 
tgtgaataaa agaaaagctg acagtatatt ctggtttcaa taaaatgacc tatcagaaag 3063 
tagaatttca tccccaagag tatttcagtt tatccaatat tgagtaagtt ctgaaacagt 3123 
tttagaaaaa attttctttt tgttaaatgt gatgcactga tcaatttttg tcacagcatt 3183 
ttcatacctt catggtggac tactagtcac tgcttccata aatattgttt acagggtgag 3243 
atttggttta ttcatcttaa gtgctgtagc aaactgtggt tcgagcaacc tgtgggaaat 3303 
ctgtgagagg gaatggggtg ggagatgtgg gggaatggtg gtcagactga tgacagatcc 3363 
tagaccaatg taaagaatgt gtatctgtat ataaataatt tatcaaatag ttttctcttt 3423 
gtgtctgtgt tagtgttttt aaagctgctc atttcatttt gtccaaccaa aaagaaaagg 3483 
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gagataacta atgagcttct agtgatgttc aaaattgctg ttaataggca ttataccctg 3543 

caagttcact gcatgtctga tgcttggtaa aactagtctt ccctgtaaaa tgcagattac 3603 

aggtattaaa gcaatctagt ggtatacccg ccccttgcct tagtaagagg agcagtgaaa 3663 

tgtatatagt tgatgttcag tatttccaag taccattttt atatagtagc ttatttgacc 3723 

ataagtcaca catcaaaaaa agattaccct tagtgtatgt gttttaatat tagaaaattg 3783 

gcatatgtac tttatttttg aaaagggaag agatgggtgt ggggtggcaa tagcattgtg 3843 

ccattttgtc atagaatgta aaaattggtt aactttacaa atgtcagcta gttttgacta 3903 

ctaattgggg gaaattttag ataattttta aattcaaagt tatttataaa atgctagaat 3963 

ttgttttaat tttttgtatt ttgagccact tcacatgaag actcagttgc atttttatcg 4023 

aatacatttt tatcaacagt taaagactat ggtggttttt tcagagtttg gctaagaatg 4083 

ttgttaccat cttctttgtt tgtggtacaa tattttcagt gcaaaagaga tgtcattcag 4143 

ttaaaaagac aaacctctag atgtgtaatt acatggaaaa tactagcaat gtgaatgctt 4203 

ttgtagtaac catcttgtag tacctgtgaa atctataact cagaaatggt cagatggtca 4263 

ggagccagct atgcagcagt ataccatctg tttaattatt ttgtaggtcc tgtgtgtgga 4323 

accaactata aacccagttc taaagttgtg tatgatggtg aacctttggg aatagttctt 4383 
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atcaacttaa ttggatactt ttagcaaata ggaacttaat tctcagcact gaacatgaat 4443 

tacttccttg gagttttttt tcattcatat ttttgttgtt tccaggaatt tatttgatat 4503 

taatgggcgt aaaacagcat cattgtactt aagctatgga tgtttttatt ttatattttc 4563 

tttatttata actgtgccaa gtattatttt gctacttacc gtgttattct gtggaaagaa 4623 

aaacctgtaa agtgtttaat aaattagccc tccttacata aattaaatgt caaaattttg 4683 

taaaatatta atcagaataa atactgactc tt 4715 

<210> 67 
<211> 498 
<212> PRT 

<213> Homo sapiens 

<400> 67 

Met Ala Arg Leu Glu Val He Glu Leu Pro His Ser Pro Gin Asn Leu 
1 5 10 15 

Leu Val Ser Pro Asn Ser Ser His Ser His Ala Val Val Leu Ser Trp 
20 25 30 

Val Arg Pro Phe Asp Gly Asn Ser Pro He Leu Tyr Tyr He Val Glu 
35 40 45 

Leu Ser Glu Asn Asn Ser Pro Trp Lys Val His Leu Ser Asn Val Gly 
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50 



55 



60 



Pro Glu Met Thr Gly Val Thr Val Ser Gly Leu Thr Pro Ala Arg Thr 
65 70 75 80 

Tyr Gin Phe Arg Val Cys Ala Val Asn Glu Val Gly Arg Gly Gin Tyr 
85 90 95 

Ser Ala Glu Thr Ser Arg Leu Met Leu Pro Glu Glu Pro Pro Ser Ala 
100 105 110 

Pro Pro Lys Asn lie Val Ala Ser Gly Arg Thr Asn Gin Ser lie Met 
115 120 125 

Val Gin Trp Gin Pro Pro Pro Glu Thr Glu His Asn Gly Val Leu Arg 
130 135 140 

Gly Tyr He Leu Arg Tyr Arg Leu Ala Gly Leu Pro Gly Glu Tyr Gin 

145 150 155 160 

Gin Arg Asn He Thr Ser Pro Glu Val Asn Tyr Cys Leu Val Thr Asp 
165 170 175 

Leu He He Trp Thr Gin Tyr Glu He Gin Val Ala Ala Tyr Asn Gly 
180 185 190 



Ala Gly Leu Gly Val Phe Ser Arg Ala Val Thr Glu Tyr Thr Leu Gin 
195 200 205 
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Gly Val Pro Thr Ala Pro Pro Gin Asn Val Gin Thr Glu Ala Val Asn 
210 215 220 

Ser Thr Thr lie Gin Phe Leu Trp Asn Pro Pro Pro Gin Gin Phe He 
225 230 235 240 

Asn Gly He Asn Gin Gly Tyr Lys Leu Leu Ala Trp Pro Ala Asp Ala 
245 250 255 

Pro Glu Ala Val Thr Val Val Thr He Ala Pro Asp Phe His Gly Val 

260 265 270 

His His Gly His He Thr Asn Leu Lys Lys Phe Thr Ala Tyr Phe Thr 
275 280 285 

Ser Val Leu Cys Phe Thr Thr Pro Gly Asp Gly Pro Pro Ser Thr Pro 
290 295 300 

Gin Leu Val Trp Thr Gin Glu Asp Lys Pro Gly Ala Val Gly His Leu 
305 310 315 320 

Ser Phe Thr Glu He Leu Asp Thr Ser Leu Lys Val Ser Trp Gin Glu 

325 330 335 

Pro Leu Glu Lys Asn Gly He He Thr Gly Tyr Gin He Ser Trp Glu 

340 345 350 

Val Tyr Gly Arg Asn Asp Ser Arg Leu Thr His Thr Leu Asn Ser Thr 
355 360 365 
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Met His Glu Tyr Lys lie Gin Gly Leu Ser Ser Leu Thr Thr Tyr Thr 

370 375 380 

lie Asp Val Ala Ala Val Thr Ala Val Gly Thr Gly Leu Val Thr Ser 
385 390 395 400 

Ser Thr He Ser Ser Gly Val Pro Pro Asp Leu Pro Gly Ala Pro Ser 
405 410 415 

Asn Leu Val lie Ser Asn He Ser Pro Arg Ser Ala Thr Leu Gin Phe 
420 425 430 

Arg Pro Gly Tyr Asp Gly Lys Thr Ser He Ser Arg Trp He Val Glu 

435 440 445 

Gly Gin Met Arg Pro Glu Gly Val Gly Leu Pro Ala Glu Val Thr Gin 

450 455 460 

Pro Ser His Glu Ala Gly Leu Glu Pro Ala Asn Leu Gly Ser Leu Trp 
465 470 475 480 

Leu Leu Ser Leu Val Tyr Trp Cys Tyr Ser Gin Lys Leu Trp Glu Phe 
485 490 495 



Ser Cys 



<210> 68 
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<211> 1902 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (22).. (1515) 



<400> 68 

gaaggaggga atgactccag g atg gcc egg ctg gaa gtg att gaa ctg cct 51 

Met Ala Arg Leu Glu Val lie Glu Leu Pro 

1 5 10 

cat tea cct cag aac etc ctg gtc age cct aat tet tee eae age eac 99 

His Ser Pro Gin Asn Leu Leu Val Ser Pro Asn Ser Ser His Ser His 

15 20 25 



gee gtg gtg etc tet tgg gtc egg ece ttt gat gga aac agt cct att 147 

Ala Val Val Leu Ser Trp Val Arg Pro Phe Asp Gly Asn Ser Pro lie 

30 35 40 

ctt tat tae ate gtg gag ctg tet gaa aac aac tet eea tgg aag gtg 195 

Leu Tyr Tyr He Val Glu Leu Ser Glu Asn Asn Ser Pro Trp Lys Val 

45 50 55 

cat ctg tea aac gtt ggc cct gag atg aca ggc gtc ace gtg agt gge 243 

His Leu Ser Asn Val Gly Pro Glu Met Thr Gly Val Thr Val Ser Gly 

60 65 70 
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ctg act ccg get cgt acc tat caa ttc egg gtg tgc gcg gtg aat gaa 291 
Leu Thr Pro Ala Arg Thr Tyr Gin Phe Arg Val Cys Ala Val Asn Glu 

75 80 85 90 

gtg ggc agg ggc cag tac agt gcc gag aca age agg ttg atg eta ect 339 
Val Gly Arg Gly Gin Tyr Ser Ala Glu Thr Ser Arg Leu Met Leu Pro 

95 100 105 

gaa gaa eca cec agt get eec ccg aaa aat ata gtg gee agt ggg egg 387 
Glu Glu Pro Pro Ser Ala Pro Pro Lys Asn He Val Ala Ser Gly Arg 

110 115 120 

aet aat eag tee att atg gte eag tgg eag eea eee eea gaa aea gag 435 
Thr Asn Gin Ser He Met Val Gin Trp Gin Pro Pro Pro Glu Thr Glu 

125 130 135 

eae aae ggg gtg ttg egt gga tae ate ete agg tae ege etg get gge 483 
His Asn Gly Val Leu Arg Gly Tyr He Leu Arg Tyr Arg Leu Ala Gly 

140 145 150 

ett eee gga gag tae eag eag egg aae ate aee age eeg gag gtg aae 531 
Leu Pro Gly Glu Tyr Gin Gin Arg Asn He Thr Ser Pro Glu Val Asn 

155 160 165 170 

tae tge etg gtg aea gae etg ate ate tgg aea eag tat gag ata eag 579 
Tyr Cys Leu Val Thr Asp Leu He He Trp Thr Gin Tyr Glu He Gin 

175 180 185 

gtg geg geg tae aae ggg gee ggt etg gge gte tte age agg gea gtg 627 
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Val Ala Ala Tyr Asn Gly Ala Gly Leu Gly Val Phe Ser Arg Ala Val 
190 195 200 

acc gag tac acc ttg cag gga gtg ccc acc gcg ccc ccg cag aac gtg 675 
Thr Glu Tyr Thr Leu Gin Gly Val Pro Thr Ala Pro Pro Gin Asn Val 
205 210 215 

cag acg gaa gcc gtg aac tec acc acc att cag ttc ctg tgg aac cct 723 
Gin Thr Glu Ala Val Asn Ser Thr Thr He Gin Phe Leu Trp Asn Pro 
220 225 230 



ccg cct cag cag ttt ate aat ggc ate aac cag gga tac aag ctt ctg 771 
Pro Pro Gin Gin Phe lie Asn Gly He Asn Gin Gly Tyr Lys Leu Leu 
235 240 245 250 



gca tgg ccg gca gat gcc ccc gag get gtc act gtg gtc act att gcc 819 
Ala Trp Pro Ala Asp Ala Pro Glu Ala Val Thr Val Val Thr He Ala 
255 260 265 

eca gat ttc cae gga gtc cac cat gga cac ata acg aac ctg aag aag 867 
Pro Asp Phe His Gly Val His His Gly His He Thr Asn Leu Lys Lys 
270 275 280 



ttt acc gcc tac ttc act tec gtt ctg tge ttc acc acc cct ggg gac 915 
Phe Thr Ala Tyr Phe Thr Ser Val Leu Cys Phe Thr Thr Pro Gly Asp 
285 290 295 

ggg cct ccc age aca cct cag ctg gtc tgg act cag gaa gac aaa eca 963 
Gly Pro Pro Ser Thr Pro Gin Leu Val Trp Thr Gin Glu Asp Lys Pro 
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gga get gtg gga cat ctg agt ttc aca gag ate ttg gac aca tet ete 1011 
Gly Ala Val Gly His Leu Ser Phe Thr Qlu He Leu Asp Thr Ser Leu 
315 320 325 330 

aag gtc age tgg eag gag eee etg gag aaa aat ggc ate att aet gge 1059 
Lys Val Ser Trp Gin Glu Pro Leu Glu Lys Asn Gly He He Thr Gly 
335 340 345 

tat eag ate tet tgg gaa gtg tae ggc agg aac gac tct cgt etc acg 1107 
Tyr Gin He Ser Trp Glu Val Tyr Gly Arg Asn Asp Ser Arg Leu Thr 
350 355 360 

cae ace ctg aac age aeg atg eac gag tae aag ate caa ggc etc tea 1155 
His Thr Leu Asn Ser Thr Met His Glu Tyr Lys He Gin Gly Leu Ser 
365 370 375 

tet etc ace ace tae ace ate gac gtg gee get gtg act gcc gtg ggc 1203 
Ser Leu Thr Thr Tyr Thr He Asp Val Ala Ala Val Thr Ala Val Gly 
380 385 390 

act gge etg gtg aet tea tec ace att tct tet gga gtg ccc oca gac 1251 
Thr Gly Leu Val Thr Ser Ser Thr He Ser Ser Gly Val Pro Pro Asp 
395 400 405 410 

ett cet ggt gee eca tec aac etg gtc att tec aac ate age cct cgc 1299 
Leu Pro Gly Ala Pro Ser Asn Leu Val He Ser Asn He Ser Pro Arg 
415 420 425 
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tec gcc acc ctt cag ttc egg cca gge tat gae ggg aaa acg tee ate 1347 
Set Ala Thr Leu Gin Phe Arg Pro Gly Tyr Asp Gly Lys Thr Ser He 

430 435 440 

tec agg tgg att gtt gag ggg eag atg aga ect gaa ggt gtt gga tta 1395 
Ser Arg Trp He Val Glu Gly Gin Met Arg Pro Glu Gly Val Gly Leu 

445 450 455 

ect gcc gag gte aca cag cca age cat gaa gee gga ttg gag ect gea 1443 
Pro Ala Glu Val Thr Gin Pro Ser His Glu Ala Gly Leu Glu Pro Ala 

460 465 470 

aae etc gga agt ctg tgg etg etc age ctg gtg tat tgg tgt tac age 1491 
Asn Leu Gly Ser Leu Trp Leu Leu Ser Leu Val Tyr Trp Cys Tyr Ser 
475 480 485 490 

cag aaa ctt tgg gaa ttc tet tgt tagttggtta gttttactgt aattttetat 1545 
Gin Lys Leu Trp Glu Phe Ser Cys 
495 

aaagaattea tatcatetgt taatggcgac agtttttgtt tettcctttg aattttttat 1605 
attctttctt tctctttttt gtttettett etttgagtat tttgtaatct tactgggagg 1665 
getaaagcgt cttctatcat atcgaattgg gaeaatgata gaagacaate tttgttttgt 1725 
cactctaaag aaattattgt aagattttat cateaggtat gaeatttaea ceattgatgt 1785 
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aggcttttta aaaaatatat ccagcctgta ttgggttaag atgattcttt tctgatcctg 1845 



atttcctagg agttggtttt ttttttttta aagcataaat aaatttaatt gcatcag 1902 



<210> 69 
<211> 498 
<212> PRT 

<213> Homo sapiens 
• <400> 69 

Met Ala Arg Leu Glu Val He Glu Leu Pro His Ser Pro Gin Asn Leu 
15 10 15 

Leu Val Ser Pro Asn Ser Ser His Ser His Ala Val Val Leu Ser Trp 

20 25 30 



Val Arg Pro Phe Asp Gly Asn Ser Pro He Leu Tyr Tyr He Val Glu 
35 40 45 



Leu Ser Glu Asn Asn Ser Pro Trp Lys Val His Leu Ser Asn Val Gly 
50 55 60 



Pro Glu Met Thr Gly Val Thr Val Ser Gly Leu Thr Pro Ala Arg Thr 
65 70 75 80 

Tyr Gin Phe Arg Val Cys Ala Val Asn Glu Val Gly Arg Gly Gin Tyr 
85 90 95 

Ser Ala Glu Thr Ser Arg Leu Met Leu Pro Glu Glu Pro Pro Ser Ala 
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100 



105 



110 



Pro Pro Lys Asn He Val Ala Ser Gly Arg Thr Asn Gin Set lie Met 
115 120 125 

Val Gin Trp Gin Pro Pro Pro Glu Thr Glu His Asn Gly Val Leu Arg 
130 135 140 

Gly Tyr He Leu Arg Tyr Arg Leu Ala Gly Leu Pro Gly Glu Tyr Gin 
145 150 155 160 

Gin Arg Asn He Thr Ser Pro Glu Val Asn Tyr Cys Leu Val Thr Asp 
165 170 175 

Leu He He Trp Thr Gin Tyr Glu He Gin Val Ala Ala Tyr Asn Gly 

180 185 190 

Ala Gly Leu Gly Val Phe Ser Arg Ala Val Thr Glu Tyr Thr Leu Gin 
195 200 205 

Gly Val Pro Thr Ala Pro Pro Gin Asn Val Gin Thr Glu Ala Val Asn 
210 215 220 

Ser Thr Thr He Gin Phe Leu Trp Asn Pro Pro Pro Gin Gin Phe He 
225 230 235 240 



Asn Gly He Asn Gin Gly Tyr Lys Leu Leu Ala Trp Pro Ala Asp Ala 

245 250 255 
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Pro Glu Ala Val Thr Val Val Thr He Ala Pro Asp Phe His Gly Val 
260 265 270 

His His Gly His He Thr Asn Leu Lys Lys Phe Thr Ala Tyr Phe Thr 
275 280 285 

Ser Val Leu Cys Phe Thr Thr Pro Gly Asp Gly Pro Pro Ser Thr Pro 
290 295 300 

Gin Leu Val Trp Thr Gin Glu Asp Lys Pro Gly Ala Val Gly His Leu 

305 310 315 320 

Ser Phe Thr Glu He Leu Asp Thr Ser Leu Lys Val Ser Trp Gin Glu 

325 330 335 

Pro Leu Glu Lys Asn Gly He He Thr Gly Tyr Gin He Ser Trp Glii 
340 345 350 

Val Tyr Gly Arg Asn Asp Ser Arg Leu Thr His Thr Leu Asn Ser Thr 
355 360 365 

Thr His Glu Tyr Lys He Gin Gly Leu Ser Ser Leu Thr Thr Tyr Thr 

370 375 380 

He Asp Val Ala Ala Val Thr Ala Val Gly Thr Gly Leu Val Thr Ser 
385 390 395 400 



Ser Thr He Ser Ser Gly Val Pro Pro Asp Leu Pro Gly Ala Pro Ser 
405 410 415 
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Asn Leu Val lie Ser Asn lie Ser Pro Arg Ser Ala Thr Leu Gin Phe 
420 425 430 

Arg Pro Gly Tyr Asp Gly Lys Thr Ser He Ser Arg Trp He Val Glu 
435 440 445 

Gly Gin Met Arg His Gin Gly Val Gly Leu Pro Ala Glu Val Thr Gin 
450 455 460 

Pro Ser His Glu Ala Gly Leu Glu Pro Ala Asn Leu Gly Ser Leu Trp 
465 470 475 480 

Leu Leu Ser Leu Val Tyr Trp Cys Tyr Ser Gin Lys Leu Trp Glu Phe 
485 490 495 

Ser Cys 



<210> 70 
<211> 1902 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22).. (1515) 

<400> 70 
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gaaggaggga atgactccag g atg gcc egg ctg gaa gtg att gaa ctg cct 51 

Met Ala Arg Leu Glu Val lie Glu Leu Pro 
15 10 



cat tea cct cag aac etc ctg gtc age cct aat tet tec cac age cac 99 
His Ser Pro Gin Asn Leu Leu Val Ser Pro Asn Ser Ser His Ser His 
15 20 25 



gcc gtg gtg etc tet tgg gtc egg cec ttt gat gga aac agt cct att 147 
0 Ala Val Val Leu Ser Trp Val Arg Pro Phe Asp Gly Asn Ser Pro lie 

30 35 40 

ett tat tac ate gtg gag ctg tet gaa aac aac tet eca tgg aag gtg 195 
Leu Tyr Tyr lie Val Glu Leu Ser Glu Asn Asn Ser Pro Trp Lys Val 

45 50 55 

cat ctg tea aac gtt ggc cct gag atg aca ggc gtc acc gtg agt ggc 243 
His Leu Ser Asn Val Gly Pro Glu Met Thr Gly Val Thr Val Ser Gly 
^ 60 65 70 

ctg act ccg get cgt acc tat caa ttc egg gtg tge gcg gtg aat gaa 291 
Leu Thr Pro Ala Arg Thr Tyr Gin Phe Arg Val Cys Ala Val Asn Glu 

75 80 85 90 



gtg ggc agg ggc cag tac agt gee gag aca age agg ttg atg eta cct 339 

Val Gly Arg Gly Gin Tyr Ser Ala Glu Thr Ser Arg Leu Met Leu Pro 

95 100 105 

gaa gaa eca ccc agt get cec ccg aaa aat ata gtg gcc agt ggg egg 387 
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GIu Glu Pro Pro Ser Ala Pro Pro Lys Asn lie Val Ala Ser Gly Arg 
110 115 120 

act aat cag tec att atg gtc cag tgg cag cca ccc cca gaa aca gag 435 

Thr Asn Gin Ser He Met Val Gin Trp Gin Pro Pro Pro Glu Thr Glu 
125 130 135 



cac aac ggg gtg ttg cgt gga tac ate etc agg tac egc etg get gge 483 
His Asn Gly Val Leu Arg Gly Tyr He Leu Arg Tyr Arg Leu Ala Gly 
# 140 145 150 



ctt cec gga gag tac cag eag egg aac ate ace age ceg gag gtg aae 531 

Leu Pro Gly Glu Tyr Gin Gin Arg Asn He Thr Ser Pro Glu Val Asn 

155 160 165 170 

tac tge etg gtg aca gae etg ate ate tgg aca eag tat gag ata cag 579 

Tyr Cys Leu Val Thr Asp Leu He He Trp Thr Gin Tyr Glu He Gin 
175 180 185 

gtg gcg gcg tac aae ggg gee ggt etg gge gtc tte age agg gca gtg 627 

Val Ala Ala Tyr Asn Gly Ala Gly Leu Gly Val Phe Ser Arg Ala Val 

190 195 200 



ace gag tac ace ttg eag gga gtg ece ace gcg ccc ceg eag aac gtg 675 

Thr Glu Tyr Thr Leu Gin Gly Val Pro Thr Ala Pro Pro Gin Asn Val 

205 210 215 

cag acg gaa gee gtg aae tec ace ace att cag tte etg tgg aac cet 723 

Gin Thr Glu Ala Val Asn Ser Thr Thr He Gin Phe Leu Trp Asn Pro 
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220 225 230 

ccg cct cag cag ttt ate aat ggc ate aac cag gga tac aag ctt ctg 771 

Pro Pro Gin Gin Phe lie Asn Gly He Asn Gin Gly Tyr Lys Leu Leu 

235 240 245 250 

gca tgg ccg gca gat gcc ccc gag get gtc act gtg gtc act att gcc 819 

Ala Trp Pro Ala Asp Ala Pro Glu Ala Val Thr Val Val Thr He Ala 
255 260 265 

cca gat ttc cac gga gtc cac cat gga cac ata acg aac ctg aag aag 867 

Pro Asp Phe His Gly Val His His Gly His He Thr Asn Leu Lys Lys 
270 275 280 

ttt acc gcc tac ttc act tec gtt ctg tgc ttc acc acc cct ggg gae 915 

Phe Thr Ala Tyr Phe Thr Ser Val Leu Cys Phe Thr Thr Pro Gly Asp 
285 290 295 

ggg cct ccc age aca cct cag ctg gtc tgg act cag gaa gac aaa cca 963 

Gly Pro Pro Ser Thr Pro Gin Leu Val Trp Thr Gin Glu Asp Lys Pro 
300 305 310 

gga get gtg gga cat ctg agt ttc aca gag ate ttg gae aca tet etc 1011 

Gly Ala Val Gly His Leu Ser Phe Thr Glu He Leu Asp Thr Ser Leu 

315 320 325 330 

aag gtc age tgg cag gag ccc ctg gag aaa aat ggc ate att act ggc 1059 

Lys Val Ser Trp Gin Glu Pro Leu Glu Lys Asn Gly He He Thr Gly 
335 340 345 
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tat cag ate tct tgg gaa gtg tac ggc agg aac gac tct cgt etc acg 1107 
Tyr Gin He Ser Trp Glu Val Tyr Gly Arg Asn Asp Ser Arg Leu Thr 

350 355 360 

cac acc ctg aac age acg acg cac gag tac aag ate caa ggc etc tea 1155 
His Thr Leu Asn Ser Thr Thr His Glu Tyr Lys He Gin Gly Leu Ser 
365 370 375 

tct etc acc ace tac ace ate gac gtg gee get gtg act gee gtg ggc 1203 
Ser Leu Thr Thr Tyr Thr He Asp Val Ala Ala Val Thr Ala Val Gly 
380 385 390 

act ggc ctg gtg act tea tec acc att tct tct gga gtg ecc cea gac 1251 
Thr Gly Leu Val Thr Ser Ser Thr He Ser Ser Gly Val Pro Pro Asp 
395 400 405 410 

ctt cet ggt gee eca tec aac ctg gte att tec aac ate age cet egc 1299 
Leu Pro Gly Ala Pro Ser Asn Leu Val He Ser Asn He Ser Pro Arg 
415 420 425 

tec gee acc ctt cag tte egg cea ggc tat gac ggg aaa acg tec ate 1347 
Ser Ala Thr Leu Gin Phe Arg Pro Gly Tyr Asp Gly Lys Thr Ser He 
430 435 440 

tec agg tgg att gtt gag ggg cag atg aga cat caa ggt gtt gga tta 1395 
Ser Arg Trp He Val Glu Gly Gin Met Arg His Gin Gly Val Gly Leu 
445 450 455 
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cct gcc gag gtc aca cag cca age cat gaa gcc gga ttg gag cct gca 1443 
Pro Ala Glu Val Thr Gin Pro Ser His Glu Ala Gly Leu Glu Pro Ala 
460 465 470 



aac etc gga agt ctg tgg etg etc age ctg gtg tat tgg tgt tac age 1491 
Asn Leu Gly Ser Leu Trp Leu Leu Ser Leu Val Tyr Trp Cys Tyr Ser 
475 480 485 490 

cag aaa ctt tgg gaa tte tct tgt tagttggtta gttttactgt aattttctat 1545 
^ Gin Lys Leu Trp Glu Phe Ser Cys 

495 

aaagaattca tatcatctgt taatggcgac agtttttgtt tcttcctttg aattttttat 1605 
attctttett tetctttttt gtttcttctt etttgagtat tttgtaatct tactgggagg 1665 
gctaaagcgt cttctatcat atcgaattgg gaeaatgata gaagacaatc tttgttttgt 1725 
^ cactetaaag aaattattgt aagattttat catcaggtat gacatttaea ecattgatgt 1785 
aggcttttta aaaaatatat ecagcetgta ttgggttaag atgattettt tctgatcctg 1845 



atttectagg agttggtttt ttttttttta aagcataaat aaatttaatt gcatcag 1902 



<210> 71 
<211> 245 

<212> PRT 

<213> Homo sapiens 
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#2 000 — 4 02288 
<400> 71 

Met Pro Val Gin Leu Ser Glu His Pro Qlu Trp Asn Glu Ser Met His 
15 10 15 

Ser Leu Arg He Ser Val Gly Gly Leu Pro Val Leu Ala Ser Met Thr 
20 25 30 

Lys Ala Ala Asp Pro Arg Phe Arg Pro Arg Trp Lys Val He Leu Thr 
35 40 45 

Phe Phe Val Gly Ala Ala He Leu Trp Leu Leu Cys Ser His Arg Pro 
50 55 60 

Ala Pro Gly Arg Pro Pro Thr His Asn Ala His Asn Trp Arg Leu Gly 

65 70 75 80 

Gin Ala Pro Ala Asn Trp Tyr Asn Asp Thr Tyr Pro Leu Ser Pro Pro 
85 90 95 

Gin Arg Thr Pro Ala Gly He Arg Tyr Arg He Ala Val He Ala Asp 
100 105 110 

Leu Asp Thr Glu Ser Arg Ala Gin Glu Glu Asn Thr Trp Phe Ser Tyr 
115 120 125 

Leu Lys Lys Gly Tyr Leu Thr Leu Ser Asp Ser Gly Asp Lys Val Ala 

130 135 140 

Val Glu Trp Asp Lys Asp His Gly Val Leu Glu Ser His Leu Ala Glu 
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145 150 155 160 

Lys Gly Arg Gly Met Glu Leu Ser Asp Leu He Val Phe Asn Gly Lys 

165 170 175 

Leu Tyr Ser Val Asp Asp Arg Thr Gly Val Val Tyr Gin He Glu Gly 
180 185 190 

Ser Lys Ala Val Pro Trp Val He Leu Ser Asp Gly Asp Gly Thr Val 
195 200 205 

Glu Lys Gly Phe Lys Ala Glu Trp Leu Ala Val Arg Glu He Val Arg 
210 215 220 

Lys Arg Trp Arg Leu Val Lys Gin Val Ser His Val Gly Val Leu Gly 
225 230 235 240 

Gin Trp He Gin Arg 

245 

<210> 72 
<211> 1551 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (127).. (861) 
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<400> 72 

ggaagtcggc caccttcctc cgtcccggcc gttagcccag ccaagcccag ccaagcccag 60 

ccaagccccg ccgatcgcgg gcaccggagc cagccccgca gcgggtcccg cctgtctgtc 120 

acgctg atg ccc gtg cag ctg tct gag cac ccg gaa tgg aat gag tct 168 
Met Pro Val Gin Leu Ser Glu His Pro Glu Trp Asn Glu Ser 
1 5 10 

atg cac tec etc egg ate agt gtg ggg ggc ett eet gtg ctg gcg tec 216 

Met His Ser Leu Arg He Ser Val Gly Gly Leu Pro Val Leu Ala Ser 
15 20 25 30 

atg acc aag gee gcg gae ccc cge ttc cgc ccc cgc tgg aag gtg ate 264 
Met Thr Lys Ala Ala Asp Pro Arg Phe Arg Pro Arg Trp Lys Val He 
35 40 45 



ctg aeg ttc ttt gtg ggt get gee ate etc tgg ctg etc tge tee cac 

Leu Thr Phe Phe Val Gly Ala Ala He Leu Trp Leu Leu Cys Ser His 
50 55 60 



312 



Cgc ccg gee ccc ggc agg ccc ccc acc cac aat gca cac aac tgg agg 360 
Arg Pro Ala Pro Gly Arg Pro Pro Thr His Asn Ala His Asn Trp Arg 
65 70 75 

etc ggc eag gcg ccc gee aac tgg tac aat gae acc tac eee ctg tct 408 
Leu Gly Gin Ala Pro Ala Asn Trp Tyr Asn Asp Thr Tyr Pro Leu Ser 
80 85 90 
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ccc cca caa agg aca ccg get ggg att egg tat ega ate gca gtt ate 456 
Pro Pro Gin Arg Thr Pro Ala Gly He Arg Tyr Arg lie Ala Val lie 

95 100 105 110 

gca gae etg gac aca gag tea agg gee caa gag gaa aac ace tgg ttc 504 
Ala Asp Leu Asp Thr Gltt Ser Arg Ala Gin Glu Glu Asn Thr Trp Phe 

115 120 125 

agt tae etg aaa aag ggc tac etg aec ctg tea gae agt ggg gae aag 552 
Ser Tyr Leu Lys Lys Gly Tyr Leu Thr Leu Ser Asp Ser Gly Asp Lys 

130 135 140 

gtg gee gtg gaa tgg gae aaa gae eat ggg gtc etg gag tee eae ctg 600 
Val Ala Val Glu Trp Asp Lys Asp His Gly Val Leu Glu Ser His Leu 

145 150 155 

gcg gag aag ggg aga ggc atg gag eta tec gae ctg att gtt ttc aat 648 
Ala Glu Lys Gly Arg Gly Met Glu Leu Ser Asp Leu He Val Phe Asn 

160 165 170 

ggg aaa etc tae tee gtg gat gae egg acg ggg gtc gtc tac eag ate 696 
Gly Lys Leu Tyr Ser Val Asp Asp Arg Thr Gly Val Val Tyr Gin He 

175 180 185 190 

gaa ggc age aaa gee gtg ccc tgg gtg att ctg tec gac ggc gac ggc 744 
Glu Gly Ser Lys Ala Val Pro Trp Val He Leu Ser Asp Gly Asp Gly 

195 200 205 

ace gtg gag aaa ggc ttc aag gee gaa tgg ctg gca gtg egg gag att 792 

2 8 2 2001-3118643 



#2000-4 02288 

Thr Val Glu Lys Gly Phe Lys Ala Glu Trp Leu Ala Val Arg Glu lie 
210 215 220 

gta agg aag egg tgg egg etg gtg aag eaa gtc tea eat gtc ggc gtt 840 
Val Arg Lys Arg Trp Arg Leu Val Lys Gin Val Ser His Val Gly Val 
225 230 235 

ett gge eaa tgg ata eaa aga taaagaaaat gttgeetttt tetaggaaet 891 
Leu Gly Gin Trp He Gin Arg 
240 245 

gtcagaaate eteatgeett teaagaette tgtgaatgac ttgaattttt tatteectge 951 

etagggtetg tgaaegagge etgtetette eetggggttt etttccatgg eetttattte 1011 

teetetteea gtgggagttt tgeaggetet tetetgtgga aaetteaega gegttggetg 1071 

ggeetegget tegetggagt gtaeteeagg gtgaaggcag agtgggattt gagaeecagg 1131 

tagtggagga agegaaggaa gtgaaegetg aatgtgaegc atttetgaag ageteagetg 1191 

teaeegggea tageetggaa geeeeaagte tgttetgaet ttgeetgget gteteettga 1251 

eecgeeteet agateattgt ecttgatgte eaggetgggt eatttaaaat agagatgeaa 1311 

teaggaaggt tgggggaett gggactgtgg etgaattgag aeettgctga tgtattcatg 1371 

teageacctg agteaeagee eaggtgeecg gaageageet cttegeatag geagtgattt 1431 
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gcgattactt taaagctcac cttttttctt cccctctctg ttcgctgctg tcagcataat 1491 



gattgtgttc cttccctatg ggatccatct gttttgtaaa caataaagcg tctgagggag 1551 



<210> 73 
<211> 352 
<212> PRT 

<213> Homo sapiens 
• <400> 73 

Met Glu Ser Gly Gly Arg Pro Ser Leu Cys Gin Phe He Leu Leu Gly 
15 10 15 

Thr Thr Ser Val Val Thr Ala Ala Leu Tyr Ser Val Tyr Arg Gin Lys 

20 25 30 



Ala Arg Val Ser Gin Glu Leu Lys Gly Ala Lys Lys Val His Leu Gly 
35 40 45 



Glu Asp Leu Lys Ser He Leu Ser Glu Ala Pro Gly Lys Cys Val Pro 
50 55 60 



Tyr Ala Val He Glu Gly Ala Val Arg Ser Val Lys Glu Thr Leu Asn 

65 70 75 80 

Ser Gin Phe Val Glu Asn Cys Lys Gly Val He Gin Arg Leu Thr Leu 
85 90 95 



Gin Glu His Lys Met Val Trp Asn Arg Thr Thr His Leu Trp Asn Asp 
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100 



105 



110 



Cys Ser Lys He He His Gin Arg Thr Asn Thr Val Pro Phe Asp Leu 
115 120 125 

Val Pro His Glu Asp Gly Val Asp Val Ala Val Arg Val Leu Lys Pro 

130 135 140 

Leu Asp Ser Val Asp Leu Gly Leu Glu Thr Val Tyr Glu Lys phe His 
145 150 155 160 

Pro Ser He Gin Ser Phe Thr Asp Val He Gly His Tyr He Ser Gly 
165 170 175 

Glu Arg Pro Lys Gly He Gin Glu Thr Glu Glu Met Leu Lys Val Gly 
180 185 190 

Ala Thr Leu Thr Gly Val Gly Glu Leu Val Leu Asp Asn Asn Ser Val 

195 200 205 

Arg Leu Gin Pro Pro Lys Gin Gly Met Gin Tyr Tyr Leu Ser Ser Gin 
210 215 220 

Asp Phe Asp Ser Leu Leu Gin Arg Gin Glu Ser Ser Val Arg Leu Trp 
225 230 235 240 



Lys Val Leu Ala Leu Val Phe Gly Phe Ala Thr Cys Ala Thr Leu Phe 
245 250 255 
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Phe lie Leu Arg Lys Gin Tyr Leu Gin Arg Gin Glu Arg Leu Arg Leu 
260 265 270 

Lys Gin Met Gin Glu Glu Phe Gin Glu His Glu Ala Gin Leu Leu Ser 
275 280 285 

Arg Ala Lys Pro Glu Asp Arg Glu Ser Leu Lys Ser Ala Cys Val Val 
290 295 300 

Cys Leu Ser Ser Phe Lys Ser Cys Val Phe Leu Glu Cys Gly His Val 

305 310 315 320 

Cys Ser Cys Thr Glu Cys Tyr Arg Ala Leu Pro Glu Pro Lys Lys Cys 

325 330 335 

Pro He Cys Arg Gin Ala He Thr Arg Val He Pro Pro Tyr Asn Ser 
340 345 350 

<210> 74 
<211> 2401 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (103).. (1158) 
<400> 74 

ttaggccggg ggggtgcggt cctggtcgga aggaggtgga gagtcggggg tcaccaggcc 60 
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tatccttggc gccacagtcg gccaccgggg ctcgccgccg tc atg gag age gga 114 

Met Glu Ser Gly 
1 

ggg egg eee teg ctg tgc cag ttc ate cte etg gge ace aec tct gtg 162 
Gly Arg Pro Ser Leu Cys Gin Phe He Leu Leu Gly Thr Thr Ser Val 

5 10 15 20 

gtc ace gee gee etg tae tee gtg tae egg eag aag gee egg gte tec 210 
Val Thr Ala Ala Leu Tyr Ser Val Tyr Arg Gin Lys Ala Arg Val Ser 
25 30 35 

caa gag etc aag gga get aaa aaa gtt eat ttg ggt gaa gat tta aag 258 

Gin Glu Leu Lys Gly Ala Lys Lys Val His Leu Gly Glu Asp Leu Lys 
40 45 50 

agt att ett tea gaa get cea gga aaa tgc gtg cet tat get gtt ata 306 

Ser He Leu Ser Glu Ala Pro Gly Lys Cys Val Pro Tyr Ala Val He 
55 60 65 

gaa gga get gtg egg tet gtt aaa gaa aeg ett aae age eag ttt gtg 354 
Glu Gly Ala Val Arg Ser Val Lys Glu Thr Leu Asn Ser Gin Phe Val 
70 75 80 

gaa aae tgc aag ggg gta att eag egg etg aea ett cag gag cac aag 402 
Glu Asn Cys Lys Gly Val He Gin Arg Leu Thr Leu Gin Glu His Lys 
85 90 95 100 
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atg gtg tgg aat cga acc acc cac ctt tgg aat gat tgc tea aag ate 450 
Met Val Trp Asn Arg Thr Thr His Leu Trp Asn Asp Cys Ser Lys lie 
105 110 115 

att eat cag agg ace aae aea gtg cee ttt gae etg gtg cee cae gag 498 
He His Gin Arg Thr Asn Thr Val Pro phe Asp Leu Val Pro His Glu 

120 125 130 

gat gge gtg gat gtg get gtg ega gtg etg aag eee etg gae tea gtg 546 
Asp Gly Val Asp Val Ala Val Arg Val Leu Lys Pro Leu Asp Ser Val 
135 140 145 

gat etg ggt eta gag aet gtg tat gag aag tte eae eee teg att cag 594 
Asp Leu Gly Leu Glu Thr Val Tyr Glu Lys phe His Pro Ser He Gin 

150 155 160 

tee tte ace gat gtc ate gge eae tac ate age ggt gag egg eee aaa 642 
Ser Phe Thr Asp Val He Gly His Tyr He Ser Gly Glu Arg Pro Lys 

165 170 175 180 

gge ate caa gag aee gag gag atg etg aag gtg ggg gee aec etc aca 690 
Gly He Gin Glu Thr Glu Glu Met Leu Lys Val Gly Ala Thr Leu Thr 

185 190 195 

ggg gtt gge gaa etg gtc etg gae aae aae tet gtc cgc etg cag ccg 738 
Gly Val Gly Glu Leu Val Leu Asp Asn Asn Ser Val Arg Leu Gin Pro 

200 205 210 



cee aaa caa gge atg cag tac tat eta age age cag gae tte gae age 786 
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Pro Lys Gin Gly Met Gin Tyr Tyr Leu Ser Ser Gin Asp Phe Asp Ser 
215 220 225 

ctg ctg cag agg cag gag tcg age gtc agg etc tgg aag gtg ctg gcg 834 
Leu Leu Gin Arg Gin Glu Ser Ser Val Arg Leu Trp Lys Val Leu Ala 
230 235 240 



ctg gtt ttt ggc ttt gcc aca tgt gcc acc etc ttc ttc att etc cgg 882 
Leu Val Phe Gly Phe Ala Thr Cys Ala Thr Leu Phe Phe He Leu Arg 
245 250 255 260 



aag cag tat ctg cag egg cag gag cgc ctg cgc etc aag cag atg cag 930 
Lys Gin Tyr Leu Gin Arg Gin Glu Arg Leu Arg Leu Lys Gin Met Gin 
265 270 275 



gag gag ttc cag gag cat gag gee cag ctg ctg age ega gcc aag ect 
Glu Glu Phe Gin Glu His Glu Ala Gin Leu Leu Ser Arg Ala Lys Pro 
280 285 290 



978 



gag gac agg gag agt ctg aag age gee tgt gta gtg tgt ctg age age 
Glu Asp Arg Glu Ser Leu Lys Ser Ala Cys Val Val Cys Leu Ser Ser 
295 300 305 



1026 



ttc aag tee tge gtc ttt ctg gag tgt ggg eac gtt tgt tec tgc acc 1074 
Phe Lys Ser Cys Val Phe Leu Glu Cys Gly His Val Cys Ser Cys Thr 
310 315 320 

gag tgc tac cgc gee ttg cca gag ecc aag aag tgc ect ate tge aga 1122 
Glu Cys Tyr Arg Ala Leu Pro Glu Pro Lys Lys Cys Pro He Cys Arg 
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325 330 335 340 

cag gcg ate acc egg gtg ata ecc ecg tae aae age taatagtttg 1168 
Gin Ala He Thr Arg Val He Pro Pro Tyr Asn Ser 
345 350 

gaagcegeac agcttgaect ggaagcacce etgceecctt tteagggatt tttatetcga 1228 
ggcetttgga ggageagtgg tgggggtage tgteaeetce aggtatgatt gagggaggaa 1288 
tegggtagaa aetcteeaga ceeatgecte eaatggcagg atgctgcctt tcccacctga 1348 
gaggggaeee tgtecatgtg cagceteate agageetcae eetgggagga tgccgtggeg 1408 
tcteeteeca ggageeagat eagtgcgagt gtgactgaaa atgcctcatc acttaagcac 1468 
caaagecagt gatcagcage tettetgttc etgtgtette tgtttttttc tggtgaateg 1528 
ttgettgctg tggaettggt ggaggactca gaggggagga aaggctgggc cccgagtaca 1588 
aeggatgect tgggtgctge etccgaagag aetetgcegc agettttett etttttcete 1648 
atgceceggg aaacagtctt tctteagaat tgtcaggctg ggcaggteaa cttgtgttcc 1708 
tttcccetea eetgcttgce teettaacgc etgeaegtgt gtgtagagga eaaaagaaag 1768 
tgaagteagc acatccgett ctgcccagat ggtcggggcc cegggcaaca gattgaagag 1828 
agatcatgtg aagggcagtt ggteaggeag geeteetggt ttcgceaetg gccctgattt 1888 

2 9 0 miE#2 0 0 1 -3 1 1 6 6 4 3 
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gaactcctgc cacttgggag agctcggggt ggtccctggt tttccctcct ggagaatgag 1948 

gcgcagaggc ctcgcctcct gaaggacgca gtgtggatgc cactggccta gtgtcctggc 2008 

ctcacagctt ccttgcaagg ctgtcacaag gaaaagcagc cggctggcac cctgagcata 2068 

tgccctcttg gggctccctc atccagcccg tcgcagcttt gacatcttgg tgtactcatg 2128 

tcgcttctcc ttgtgttacc ccctcccagt attaccattt gcccctcacc tgcccttggt 2188 

gagcctttta gtgcaagaca gatggggctg ttttccccca cctctgagta gttggaggtc 2248 

acatacacag ctcttttttt attgcccttt tctgcctctg aatgttcatc tctcgtcctc 2308 

ctttgtgcag gcgaggaagg ggtgccctca ggggccgaca ctagtgtgat gcagtgtcca 2368 

gtgtgaacag cagaaattaa acatgttgca acc 2401 

<210> 75 
<211> 352 
<212> PRT 

<213> Homo sapiens 
<400> 75 

Met Glu Ser Gly Gly Arg Pro Ser Leu Cys Gin Phe He Leu Leu Gly 
15 10 15 

Thr Thr Ser Val Val Thr Ala Ala Leu Tyr Ser Val Tyr Arg Gin Lys 
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20 



25 



30 



Ala Arg Val Ser Gin Glu Leu Lys Gly Ala Lys Lys Val His Leu Gly 

35 40 45 

Glu Asp Leu Lys Ser He Leu Ser Glu Ala Pro Gly Lys Cys Val Pro 
50 55 60 

Tyr Ala Val He Glu Gly Ala Val Arg Ser Val Lys Glu Thr Leu Asn 
65 70 75 80 

Ser Gin Phe Val Glu Asn Cys Lys Gly Val He Gin Arg Leu Thr Leu 
85 90 95 

Gin Glu His Lys Met Val Trp Asn Arg Thr Thr His Leu Trp Asn Asp 
100 105 110 

Cys Ser Lys He He His Gin Arg Thr Asn Thr Val Pro Phe Asp Leu 

115 120 125 

Val Pro His Glu Asp Gly Val Asp Val Ala Val Arg Val Leu Lys Pro 
130 135 140 

Leu Asp Ser Val Asp Leu Gly Leu Glu Thr Val Tyr Glu Lys Phe His 
145 150 155 160 



Pro Ser He Gin Ser Phe Thr Asp Val He Gly His Tyr He Ser Gly 
165 170 175 
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Glu Arg Pro Lys Gly He Gin Glu Thr Glu Glu Met Leu Lys Val Gly 
180 185 190 

Ala Thr Leu Thr Gly Val Gly Glu Leu Val Leu Asp Asn Asn Ser Val 
195 200 205 

Arg Leu Gin Pro Pro Lys Gin Gly Met Gin Tyr Tyr Leu Ser Ser Gin 

210 215 220 

Asp Phe Asp Ser Leu Leu Gin Arg Gin Glu Ser Ser Val Arg Leu Trp 

225 230 235 240 

Lys Val Leu Ala Leu Val Phe Gly Phe Ala Thr Cys Ala Thr Leu Phe 

245 250 255 

Phe He Leu Arg Lys Gin Tyr Leu Gin Arg Gin Glu Arg Leu Arg Leu 
260 265 270 

Lys Gin Met Gin Glu Glu Phe Gin Glu His Glu Ala Gin Leu Leu Ser 
275 280 285 



Arg Ala Lys Pro Glu Asp Arg Glu Ser Leu Lys Ser Ala Cys Val Val 

290 295 300 



Cys Leu Ser Ser Phe Lys Ser Cys Val Phe Leu Glu Cys Gly His Val 
305 310 315 320 

Cys Ser Cys Thr Glu Cys Tyr Arg Ala Leu Pro Glu Pro Lys Lys Cys 
325 330 335 
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Pro He Cys Arg Gin Ala He Thr Arg Val He Pro Leu Tyr Asn Ser 
340 345 350 

<210> 76 
<211> 2401 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (103).. (1158) 
<400> 76 

ttaggccggg ggggtgcggt cctggtcgga aggaggtgga gagtcggggg tcaccaggcc 60 

tatccttggc gccacagtcg gccaccgggg ctcgccgccg tc atg gag age gga 114 

Met Glu Ser Gly 
1 

ggg egg ccc teg ctg tgc cag ttc ate etc etg ggc aee acc tet gtg 162 
Gly Arg Pro Ser Leu Cys Gin Phe He Leu Leu Gly Thr Thr Ser Val 

5 10 15 20 

gtc aee gee gee etg tae tec gtg tac egg cag aag gee egg gte tec 210 
Val Thr Ala Ala Leu Tyr Ser Val Tyr Arg Gin Lys Ala Arg Val Ser 
25 30 35 

eaa gag etc aag gga get aaa aaa gtt eat ttg ggt gaa gat tta aag 258 
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9 

Gin Glu Leu Lys Gly Ala Lys Lys Val His Leu Gly Glu Asp Leu Lys 
40 45 50 

agt att ctt tea gaa get eea gga aaa tgc gtg cct tat get gtt ata 306 
Ser He Leu Ser Glu Ala Pro Gly Lys Cys Val Pro Tyr Ala Val He 
55 60 65 

gaa gga get gtg egg tet gtt aaa gaa acg ett aac age eag ttt gtg 354 
Glu Gly Ala Val Arg Ser Val Lys Glu Thr Leu Asn Ser Gin Phe Val 
70 75 80 

gaa aae tge aag ggg gta att eag egg etg aea ett eag gag cae aag 402 
Glu Asn Cys Lys Gly Val lie Gin Arg Leu Thr Leu Gin Glu His Lys 
®5 90 95 100 

atg gtg tgg aat ega aee ace eae ett tgg aat gat tge tea aag ate 450 
Met Val Trp Asn Arg Thr Thr His Leu Trp Asn Asp Cys Ser Lys He 
105 110 115 

att cat eag agg ace aac aea gtg ecc ttt gae etg gtg eee eae gag 498 
He His Gin Arg Thr Asn Thr Val Pro Phe Asp Leu Val Pro His Glu 
120 125 130 

gat gge gtg gat gtg get gtg ega gtg etg aag cec etg gae tea gtg 546 
Asp Gly Val Asp Val Ala Val Arg Val Leu Lys Pro Leu Asp Ser Val 
135 140 145 

gat etg ggt eta gag act gtg tat gag aag tte eae eee teg att eag 594 
Asp Leu Gly Leu Glu Thr Val Tyr Glu Lys Phe His Pro Ser He Gin 
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150 



155 



160 



tec ttc acc gat gtc ate gge cac tac ate age ggt gag egg eee aaa 642 
Ser Phe Thr Asp Val lie Gly His Tyr lie Ser Gly Glu Arg Pro Lys 
165 170 175 180 



gge ate eaa gag ace gag gag atg etg aag gtg ggg gcc acc etc aea 890 
Gly He Gin Glu Thr Glu Glu Met Leu Lys Val Gly Ala Thr Leu Thr 
185 190 195 

ggg gtt gge gaa etg gtc etg gae aac aac tet gtc egc etg cag ccg 738 
Gly Val Gly Glu Leu Val Leu Asp Asn Asn Ser Val Arg Leu Gin Pro 
200 205 210 

eee aaa eaa gge atg eag tac tat eta age age eag gae ttc gae age 786 
Pro Lys Gin Gly Met Gin Tyr Tyr Leu Ser Ser Gin Asp Phe Asp Ser 
215 220 225 



etg etg cag agg eag gag teg age gtc agg etc tgg aag gtg etg gcg 
Leu Leu Gin Arg Gin Glu Ser Ser Val Arg Leu Trp Lys Val Leu Ala 
230 235 240 



834 



etg gtt ttt gge ttt gee aea tgt gee acc etc ttc ttc att etc egg 882 
Leu Val Phe Gly Phe Ala Thr Cys Ala Thr Leu Phe Phe He Leu Arg 
245 250 255 260 



aag eag tat etg eag egg cag gag egc etg egc etc aag cag atg cag 930 
Lys Gin Tyr Leu Gin Arg Gin Glu Arg Leu Arg Leu Lys Gin Met Gin 
265 270 275 
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gag gag ttc cag gag cat gag gcc cag ctg ctg age cga gcc aag cct 978 
Glu Glu Phe Gin Glu His Glu Ala Gin Leu Leu Ser Arg Ala Lys Pro 

280 285 290 



gag gac agg gag agt ctg aag age gcc tgt gta gtg tgt ctg age age 1026 
Glu Asp Arg Glu Ser Leu Lys Ser Ala Cys Val Val Cys Leu Ser Ser 

295 300 305 

ttc aag tec tgc gtc ttt ctg gag tgt ggg cac gtt tgt tec tgc ace 1074 
Phe Lys Ser Cys Val Phe Leu Glu Cys Gly His Val Cys Ser Cys Thr 

310 315 320 

gag tgc tac ege gcc ttg cea gag cec aag aag tgc cct ate tgc aga 1122 
Glu Cys Tyr Arg Ala Leu Pro Glu Pro Lys Lys Cys Pro lie Cys Arg 

325 330 335 340 



cag geg ate ace egg gtg ata cec ctg tac aac age taatagtttg 1168 
Gin Ala He Thr Arg Val He Pro Leu Tyr Asn Ser 

345 350 



gaagcegcac agcttgacet ggaagcacce etgccceett tteagggatt tttatctcga 1228 



ggcctttgga ggagcagtgg tgggggtagc tgtcacctce aggtatgatt gagggaggaa 1288 
tegggtagaa actctecaga cecatgeetc caatggcagg atgetgeett teceaectga 1348 
gaggggaccc tgtccatgtg cagcctcatc agagcetcae cctgggagga tgccgtggcg 1408 
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tctcctccca ggagccagat cagtgcgagt gtgactgaaa atgcctcatc acttaagcac 1468 
caaagccagt gatcagcagc tcttctgttc ctgtgtcttc tgtttttttc tggtgaatcg 1528 
ttgcttgctg tggacttggt ggaggactca gaggggagga aaggctgggc cccgagtaca 1588 
acggatgcct tgggtgctgc ctccgaagag actctgccgc agcttttctt ctttttcctc 1648 
atgccccggg aaacagtctt tcttcagaat tgtcaggctg ggcaggtcaa cttgtgttcc 1708 

» 

tttcccctca cctgcttgcc tccttaacgc ctgcacgtgt gtgtagagga caaaagaaag 1768 
tgaagtcagc acatccgctt ctgcccagat ggtcggggcc ccgggcaaca gattgaagag 1828 
agatcatgtg aagggcagtt ggtcaggcag gcctcctggt ttcgccactg gccctgattt 1888 
gaactcctgc cacttgggag agctcggggt ggtccctggt tttccctcct ggagaatgag 1948 
gcgcagaggc ctcgcctcct gaaggacgca gtgtggatgc cactggccta gtgtcctggc 2008 
ctcacagctt ccttgcaagg ctgtcacaag gaaaagcagc cggctggcac cctgagcata 2068 
tgccctcttg gggctccctc atccagcccg tcgcagcttt gacatcttgg tgtactcatg 2128 
tcgcttctcc ttgtgttacc ccctcccagt attaccattt gcccctcacc tgcccttggt 2188 
gagcctttta gtgcaagaca gatggggctg ttttccccca cctctgagta gttggaggtc 2248 
acatacacag ctcttttttt attgcccttt tctgcctctg aatgttcatc tctcgtcctc 2308 
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ctttgtgcag gcgaggaagg ggtgccctca ggggccgaca ctagtgtgat gcagtgtcca 2368 

gtgtgaacag cagaaattaa acatgttgca acc 2401 

<210> 77 
<211> 697 
<212> PRT 

<213> Homo sapiens 

<400> 77 

Met Cys Lys Ser Leu Arg Tyr Cys Phe Ser His Cys Leu Tyr Leu Ala 
15 10 15 

Met Thr Arg Leu Glu Glu Val Asn Arg Glu Val Asn Met His Ser Ser 
20 25 30 

Val Arg Tyr Leu Gly Tyr Leu Ala Arg He Asn Leu Leu Val Ala He 

35 40 45 

Cys Leu Gly Leu Tyr Val Arg Trp Glu Lys Thr Ala Asn Ser Leu He 

50 55 60 

Leu Val He Phe He Leu Gly Leu Phe Val Leu Gly He Ala Ser He 
65 70 75 80 

Leu Tyr Tyr Tyr Phe Ser Met Glu Ala Ala Ser Leu Ser Leu Ser Asn 
85 90 95 
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Leu Trp Phe Gly Phe Leu Leu Gly Leu Leu Cys Phe Leu Asp Asn Ser 
100 105 110 

Ser Phe Lys Asn Asp Val Lys Glu Glu Ser Thr Lys Tyr Leu Leu Leu 
115 120 125 

Thr Ser He Val Leu Arg He Leu Cys Ser Leu Val Glu Arg He Ser 

130 135 140 

Gly Tyr Val Arg His Arg Pro Thr Leu Leu Thr Thr Val Glu Phe Leu 

145 150 155 160 

Glu Leu Val Gly Phe Ala He Ala Ser Thr Thr Met Leu Val Glu Lys 
165 170 175 

Ser Leu Ser Val He Leu Leu Val Val Ala Leu Ala Met Leu He He 
180 185 190 

Asp Leu Arg Met Lys Ser Phe Leu Ala He pro Asn Leu Val He Phe 
195 200 205 

Ala Val Leu Leu Phe Phe Ser Ser Leu Glu Thr Pro Lys Asn Pro He 

210 215 220 

Ala Phe Ala Cys Phe Phe He Cys Leu He Thr Asp Pro Phe Leu Asp 
225 230 235 240 



He Tyr Phe Ser Gly Leu Ser Val Thr Glu Arg Trp Lys Pro Phe Leu 
245 250 255 
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Tyr Arg Gly Arg He Cys Arg Arg Leu Ser Val Val Phe Ala Gly Met 
260 265 270 

He Glu Leu Thr Phe Phe lie Leu Ser Ala Phe Lys Leu Arg Asp Thr 
275 280 285 

His Leu Trp Tyr Phe Val He Pro Gly Phe Ser He Phe Gly He Phe 
290 295 300 

Trp Met He Cys His He He Phe Leu Leu Thr Leu Trp Gly Phe His 
305 310 315 320 

Thr Lys Leu Asn Asp Cys His Lys Val Tyr Phe Thr His Arg Thr Asp 

325 330 335 

Tyr Asn Ser Leu Asp Arg He Met Ala Ser Lys Gly Met Arg His Phe 
340 345 350 

Cys Leu He Ser Glu Gin Leu Val Phe Phe Ser Leu Leu Ala Thr Ala 
355 360 365 

He Leu Gly Ala Val Ser Trp Gin Pro Thr Asn Gly He Phe Leu Ser 
370 375 380 

Met Phe Leu He Val Leu Pro Leu Glu Ser Met Ala His Gly Leu Phe 

385 390 395 400 



His Glu Leu Gly Asn Cys Leu Gly Gly Thr Ser Val Gly Tyr Ala He 
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405 



410 



415 



Val He Pro Thr Asn Phe Cys Ser Pro Asp Gly Gin Pro Thr Leu Leu 

420 425 430 

Pro Pro Glu His Val Gin Glu Leu Asn Leu Arg Ser Thr Gly Met Leu 
435 440 445 

Asn Ala He Gin Arg Phe Phe Ala Tyr His Met He Glu Thr Tyr Gly 
450 455 460 

Cys Asp Tyr Ser Thr Ser Gly Leu Ser Phe Asp Thr Leu His Ser Lys 
465 470 475 480 

Leu Lys Ala Phe Leu Glu Leu Arg Thr Val Asp Gly Pro Arg His Asp 

485 490 495 

Thr Tyr He Leu Tyr Tyr Ser Gly His Thr His Gly Thr Gly Glu Trp 

500 505 510 

Ala Leu Ala Gly Gly Asp Thr Leu Arg Leu Asp Thr Leu He Glu Trp 

515 520 525 

Trp Arg Glu Lys Asn Gly Ser Phe Cys Ser Arg Leu He He Val Leu 
530 535 540 



Asp Ser Glu Asn Ser Thr Pro Trp Val Lys Glu Val Arg Lys He Asn 
545 550 555 560 
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Asp Gin Tyr He Ala Val Gin Gly Ala Glu Leu He Lys Thr Val Asp 
565 570 575 

He Glu Glu Ala Asp Pro Pro Gin Leu Gly Asp Phe Thr Lys Asp Trp 
580 585 590 

Val Glu Tyr Asn Cys Asn Ser Ser Asn Asn He Cys Trp Thr Glu Lys 
595 600 605 

Gly Arg Thr Val Lys Ala Val Tyr Gly Val Ser Lys Arg Trp Ser Asp 

610 615 620 

Tyr Thr Leu His Leu Pro Thr Gly Ser Asp Val Ala Lys His Trp Met 
625 630 635 640 

Leu His Phe Pro Arg He Thr Tyr Pro Leu Val His Leu Ala Asn Trp 
645 650 655 

Leu Cys Gly Leu Asn Leu Phe Trp He Cys Lys Thr Cys Phe Arg Cys 
660 665 670 

Leu Lys Arg Leu Lys Met Ser Trp Phe Leu Pro Thr Val Leu Asp Thr 

675 680 685 

Gly Gin Gly Phe Lys Leu Val Lys Ser 
690 695 

<210> 78 
<211> 3008 
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<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (372) (2462) 
<400> 78 

cgtaccgtcg cggatttcgg cggcggaaac atggcggtcg cggccgggcc ggtaacggag 60 

aaagtttacg ccgacactgg cctgtattag cgcgtatggc ctcgggccct cgttccccaa 120 

ggcgtgccgc ctccctgttc tcagtcgcag gctgaagcct tgtctgctct cctccttttt 180 

ggtttggttt tggaactgac tccgagggtt gggagagcgc gttggtggcg acggccgagt 240 

cagatcacta taaacaaaat ttccacaaga gaaaatgttg aaataggagt tgcggataca 300 

ttggatatac tggatgaaat acaagcggtt aatttttgta acgtgaggga aaagcccaca 360 

ttgctggtta c atg tgt aaa tea ctg cgt tat tgc ttt agt cat tgt etc 410 
Met Cys Lys Ser Leu Arg Tyr Cys Phe Ser His Cys Leu 
15 10 

tat tta gca atg aca aga ctg gaa gaa gta aat aga gaa gtg aac atg 458 
Tyr Leu Ala Met Thr Arg Leu Glu Glu Val Asn Arg Glu Val Asn Met 

15 20 25 

cat tct tea gtg egg tat ctt ggc tat tta gcc aga ate aat tta ttg 506 
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His Ser Ser Val Arg Tyr Leu Gly Tyr Leu Ala Arg lie Asn Leu Leu 
30 35 40 45 

gtt get ata tgc tta ggt eta tac gta aga tgg gaa aaa aca gca aat 554 
Val Ala He Cys Leu Gly Leu Tyr Val Arg Trp Glu Lys Thr Ala Asn 
50 55 60 

tec tta att ttg gta att ttt att ett ggt ett ttt gtt ett gga ate 602 
Ser Leu He Leu Val He Phe He Leu Gly Leu Phe Val Leu Gly He 
65 70 75 



gee age ata ete tat tae tat ttt tea atg gaa gca gea agt tta agt 650 
Ala Ser He Leu Tyr Tyr Tyr Phe Ser Met Glu Ala Ala Ser Leu Ser 
80 85 90 



ete tec aat ett tgg ttt gga ttc ttg ett ggc etc eta tgt ttt ett 698 
Leu Ser Asn Leu Trp Phe Gly Phe Leu Leu Gly Leu Leu Cys Phe Leu 
95 100 105 

gat aat tea tec ttt aaa aat gat gta aaa gaa gaa tea ace aaa tat 746 
Asp Asn Ser Ser Phe Lys Asn Asp Val Lys Glu Glu Ser Thr Lys Tyr 
110 115 120 125 



ttg ett eta aca tec ata gtg tta agg ata ttg tgc tet ctg gtg gag 794 
Leu Leu Leu Thr Ser He Val Leu Arg He Leu Cys Ser Leu Val Glu 
130 135 140 

aga att tct ggt tat gtc cgt eat egg cec act tta eta ace aca gtt 842 
Arg He Ser Gly Tyr Val Arg His Arg Pro Thr Leu Leu Thr Thr Val 
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145 



150 



155 



gaa ttt ctg gag ctt gtt gga ttt gcc att gcc age aca act atg ttg 890 
Glu Phe Leu Glu Leu Val Gly Phe Ala He Ala Ser Thr Thr Met Leu 
160 165 170 

gtg gag aag tct ctg agt gtc att ttg ctt gtt gta get ctg get atg 938 
Val Glu Lys Ser Leu Ser Val He Leu Leu Val Val Ala Leu Ala Met 
175 180 185 

ctg att att gat ctg aga atg aaa tct ttc tta get att eca aac tta 986 
Leu He He Asp Leu Arg Met Lys Ser Phe Leu Ala He Pro Asn Leu 
190 195 200 205 



gtt att ttt gca gtt ttg tta ttt ttt tec tea ttg gaa act ecc aaa 1034 
Val He Phe Ala Val Leu Leu Phe Phe Ser Ser Leu Glu Thr Pro Lys 
210 215 220 



aat ccg att get ttt gcg tgt ttt ttt att tgc ctg ata act gat cet 
Asn Pro He Ala Phe Ala Cys Phe Phe He Cys Leu He Thr Asp Pro 
225 230 235 



1082 



ttc ctt gac att tat ttt agt gga ctt tea gta act gaa aga tgg aaa 1130 
Phe Leu Asp He Tyr Phe Ser Gly Leu Ser Val Thr Glu Arg Trp Lys 
240 245 250 

ccc ttt ttg tac cgt gga aga att tgc aga aga ctt tea gtc gtt ttt 1178 
Pro Phe Leu Tyr Arg Gly Arg He Cys Arg Arg Leu Ser Val Val Phe 
255 260 265 
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get gga atg att gag ctt aca ttt ttt att ctt tec gea ttc aaa ett 1226 
Ala Gly Met He Glu Leu Thr Phe Phe He Leu Ser Ala Phe Lys Leu 

270 275 280 285 

aga gae act cae etc tgg tat ttt gta ata cct ggc ttt tec att ttt 1274 
Arg Asp Thr His Leu Trp Tyr Phe Val He Pro Gly Phe Ser He Phe 
290 295 300 

gga att ttc tgg atg att tgt cat att att ttt ctt tta act ctt tgg 1322 
Gly He Phe Trp Met He Cys His He He Phe Leu Leu Thr Leu Trp 
305 310 315 

gga ttc cat ace aaa tta aat gac tgc cat aaa gta tat ttt act cae 1370 
Gly Phe His Thr Lys Leu Asn Asp Cys His Lys Val Tyr Phe Thr His 
320 325 330 

agg aca gat tac aat age ctt gat aga ate atg gca tec aaa ggg atg 1418 
Arg Thr Asp Tyr Asn Ser Leu Asp Arg He Met Ala Ser Lys Gly Met 
335 340 345 

cgc cat ttt tgc ttg att tea gag cag ttg gtg ttc ttt agt ett ctt 1466 
Arg His Phe Cys Leu He Ser Glu Gin Leu Val Phe Phe Ser Leu Leu 
350 355 360 365 

gca aca gcg att ttg gga gca gtt tec tgg cag cea aca aat gga att 1514 
Ala Thr Ala He Leu Gly Ala Val Ser Trp Gin Pro Thr Asn Gly He 
370 375 380 
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ttc ttg age atg ttt eta ate gtt ttg eea ttg gaa tee atg get eat 1562 
Phe Leu Ser Met Phe Leu lie Val Leu Pro Leu Glu Ser Met Ala His 
385 390 395 

ggg cte ttc eat gaa ttg ggt aae tgt tta gga gga aea tet gtt gga 1610 
Gly Leu Phe His Glu Leu Gly Asn Cys Leu Gly Gly Thr Ser Val Gly 
400 405 410 

tat get att gtg att eec ace aae tte tgc agt ect gat ggt eag eea 1658 
Tyr Ala He Val He Pro Thr Asn Phe Cys Ser Pro Asp Gly Gin Pro 
415 420 425 

aca etg ett eee eea gaa cat gta cag gag tta aat ttg agg tet act 1706 
Thr Leu Leu Pro Pro Glu His Val Gin Glu Leu Asn Leu Arg Ser Thr 

430 435 440 445 

gge atg etc aat get ate caa aga ttt ttt gea tat eat atg att gag 1754 
Gly Met Leu Asn Ala He Gin Arg Phe Phe Ala Tyr His Met He Glu 

450 455 460 

ace tat gga tgt gac tat tee aea agt gga etg tea ttt gat act etg 1802 
Thr Tyr Gly Cys Asp Tyr Ser Thr Ser Gly Leu Ser Phe Asp Thr Leu 

465 470 475 

cat tee aaa eta aaa get ttc cte gaa ett egg aca gtg gat gga eee 1850 
His Ser Lys Leu Lys Ala Phe Leu Glu Leu Arg Thr Val Asp Gly Pro 
480 485 490 

aga cat gat aeg tat att ttg tat tac agt ggg cae ace eat ggt aca 1898 
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Arg His Asp Thr Tyr He Leu Tyr Tyr Ser Gly His Thr His Gly Thr 
495 500 505 



gga gag tgg get eta gea ggt gga gat aea eta egc ctt gac aea ctt 
Gly Glu Trp Ala Leii Ala Gly Gly Asp Thr Leu Arg Leu Asp Thr Leu 
510 515 520 525 



1946 



ata gaa tgg tgg aga gaa aag aat ggt tec ttt tgt tec egg ctt att 1994 
He Glu Trp Trp Arg Glu Lys Asn Gly Ser Phe Cys Ser Arg Leu He 
# 530 535 540 



ate gta tta gac age gaa aat tea ace cct tgg gtg aaa gaa gtg agg 2042 

He Val Leu Asp Ser Glu Asn Ser Thr Pro Trp Val Lys Glu Val Arg 

545 550 555 

aaa att aat gac eag tat att gea gtg caa gga gea gag ttg ata aaa 2090 

Lys He Asn Asp Gin Tyr He Ala Val Gin Gly Ala Glu Leu He Lys 
560 565 570 

aea gta gat att gaa gaa get gac ccg cca eag eta ggt gac ttt aea 2138 

Thr Val Asp He Glu Glu Ala Asp Pro Pro Gin Leu Gly Asp Phe Thr 
575 580 585 



aaa gac tgg gta gaa tat aae tgc aac tec agt aat aac ate tgc tgg 2186 
Lys Asp Trp Val Glu Tyr Asn Cys Asn Ser Ser Asn Asn He Cys Trp 
590 595 600 605 

act gaa aag gga cgc aea gtg aaa gea gta tat ggt gtg tea aaa egg 2234 
Thr Glu Lys Gly Arg Thr Val Lys Ala Val Tyr Gly Val Ser Lys Arg 
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610 



615 



620 



tgg agt gac tac act ctg cat ttg cca acg gga age gat gtg gcc aag 2282 
Trp Ser Asp Tyr Thr Leu His Leu Pro Thr Gly Ser Asp Val Ala Lys 
625 630 635 



cac tgg atg tta cac ttt cct cgt att aca tat ccc eta gtg cat ttg 2330 
His Trp Met Leu His Phe Pro Arg He Thr Tyr Pro Leu Val His Leu 
640 645 650 

gca aat tgg tta tgc ggt ctg aac ett ttt tgg ate tgc aaa act tgt 2378 
Ala Asn Trp Leu Cys Gly Leu Asn Leu Phe Trp He Cys Lys Thr Cys 
655 660 665 



ttt agg tgc ttg aaa aga tta aaa atg agt tgg ttt ett cct act gtg 2426 
Phe Arg Cys Leu Lys Arg Leu Lys Met Ser Trp Phe Leu Pro Thr Val 
670 675 680 685 



ctg gac aca gga caa ggc ttc aaa ett gtc aaa tet taatttggae 2472 
Leu Asp Thr Gly Gin Gly Phe Lys Leu Val Lys Ser 
690 695 

cecaaagcgg gatattaata agcactcata etaceaatta tcactaactt gccatttttt 2532 

gtatgctgta tttttatttg tggaaaatac cttgctactt ctgtagctgc tetcactttg 2592 

tettttctta agtaattatg gtatatataa ggcgttggga aaaaacattt tataatgaaa 2652 

gtatgtaggg agtcaaatge ttactgtaaa tgeataagag acgttaaaaa taaeactgea 2712 
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ctttcaggaa tgtttgctta tggtcctgat tagaaagaaa cagttgtcta tgctctgcaa 2772 

tggtcaatga tgaattacta atgccttatt ttctaggcat ataataatag tttagagaat 2832 

gtagaccaga taaatttgtt tactgtttta agaaaactac cagtttactt acagaagatt 2892 

cttttttcca aacagtaggt ttcatccaag accatttgaa gaactgcaaa ctctttctct 2952 

tagaaaagaa agagggcagc ctaaaataaa cgcaaaattt gcttatactc catcac 3008 

<210> 79 
<211> 611 
<212> PRT 

<213> Homo sapiens 
<400> 79 

Met Glu Ala Ala Set Leu Ser Leu Ser Asn Leu Trp Phe Gly Phe Leu 

15 10 15 

Leu Gly Leu Leu Cys Phe Leu Asp Asn Ser Ser Phe Lys Asn Asp Val 
20 25 30 

Lys Glu Glu Ser Thr Lys Tyr Leu Leu Leu Thr Ser He Val Leu Arg 
35 40 45 

lie Leu Cys Ser Leu Val Glu Arg He Ser Gly Tyr Val Arg His Arg 
50 55 60 
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Pro Thr Leu Leu Thr Thr Val Glu Phe Leu Glu Leu Val Gly Phe Ala 
65 70 75 80 

He Ala Ser Thr Thr Met Leu Val Glu Lys Ser Leu Ser Val He Leu 
85 90 95 

Leu Val Val Ala Leu Ala Met Leu He He Asp Leu Arg Met Lys Ser 

100 105 110 

Phe Leu Ala He Pro Asn Leu Val He Phe Ala Val Leu Leu Phe Phe 

115 120 125 

Ser Ser Leu Glu Thr Pro Lys Asn Pro He Ala Phe Ala Cys Phe Phe 
130 135 140 

He Cys Leu He Thr Asp Pro Phe Leu Asp He Tyr Phe Ser Gly Leu 
145 150 155 160 

Ser Val Thr Glu Arg Trp Lys Pro Phe Leu Tyr Arg Gly Arg He Cys 
165 170 175 

Arg Arg Leu Ser Val Val Phe Ala Gly Met He Glu Leu Thr Phe Phe 

180 185 190 

He Leu Ser Ala Phe Lys Leu Arg Asp Thr His Leu Trp Tyr Phe Val 
195 200 205 



He Pro Gly Phe Ser He Phe Gly He Phe Trp Met He Cys His He 
210 215 220 
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lie Phe Leu Leu Thr Leu Trp Gly Phe His Thr Lys Leu Asn Asp Cys 
225 230 235 240 

His Lys Val Tyr Phe Thr His Arg Thr Asp Tyr Asn Ser Leu Asp Arg 
245 250 255 

He Met Ala Ser Lys Gly Met Arg His Phe Cys Leu He Ser Glu Gin 
260 265 270 

Leu Val Phe Phe Ser Leu Leu Ala Thr Ala He Leu Gly Ala Val Ser 

275 280 285 

Trp Gin Pro Thr Asn Gly He Phe Leu Ser Met Phe Leu He Val Leu 

290 295 300 

Pro Leu Glu Ser Met Ala His Gly Leu Phe His Glu Leu Gly Asn Cys 
305 310 315 320 

Leu Gly Gly Thr Ser Val Gly Tyr Ala He Val He Pro Thr Asn Phe 
325 330 335 

Cys Ser Pro Asp Gly Gin Pro Thr Leu Leu Pro Pro Glu His Val Gin 
340 345 350 

Glu Leu Asn Leu Arg Ser Thr Gly Met Leu Asn Ala He Gin Arg-Phe 

355 360 365 



Phe Ala Tyr His Met He Glu Thr Tyr Gly Cys Asp Tyr Ser Thr Ser 
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370 



375 



380 



Gly Leu Ser Phe Asp Thr Leu His Ser Lys Leu Lys Ala Phe Leu Glu 

385 390 395 400 

Leu Arg Thr Val Asp Gly Pro Arg His Asp Thr Tyr He Leu Tyr Tyr 
405 410 415 

Ser Gly His Thr His Gly Thr Gly Glu Trp Ala Leu Ala Gly Gly Asp 
420 425 430 

Thr Leu Arg Leu Asp Thr Leu He Glu Trp Trp Arg Glu Lys Asn Gly 
435 440 445 

Ser Phe Cys Ser Arg Leu He He Val Leu Asp Ser Glu Asn Ser Thr 
450 455 460 

Pro Trp Val Lys Glu Val Arg Lys He Asn Asp Gin Tyr He Ala Val 

465 470 475 480 

Gin Gly Ala Glu Leu He Lys Thr Val Asp He Glu Glu Ala Asp Pro 
485 490 495 

Pro Gin Leu Gly Asp Phe Thr Lys Asp Trp Val Glu Tyr Asn Cys Asn 
500 505 510 



Ser Ser Asn Asn He Cys Trp Thr Glu Lys Gly Arg Thr Val Lys Ala 
515 520 525 
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Val Tyr Gly Val Ser Lys Arg Trp Ser Asp Tyr Thr Leu His Leu Pro 
530 535 540 

Thr Gly Ser Asp Val Ala Lys His Trp Met Leu His Phe Pro Arg He 
545 550 555 560 

Thr Tyr Pro Leu Val His Leu Ala Asn Trp Leu Cys Gly Leu Asn Leu 

565 570 575 

# Phe Trp He Cys Lys Thr Cys Phe Arg Cys Leu Lys Arg Leu Lys Met 

580 585 590 

Ser Trp Phe Leu Pro Thr Val Leu Asp Thr Gly Gin Gly Phe Lys Leu 

595 600 605 

Val Lys Ser 
610 

^ <210> 80 
<211> 3007 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (629) .. (2461) 
<400> 80 

cgtaccgtcg cggatttcgg cggcggaaac atggcggtcg cggccgggcc ggtaacggag 60 
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aaagtttacg ccgacactgg cctgtattag cgcgtatggc ctcgggccct cgttccccaa 120 

ggcgtgccgc ctccctgttc tcagtcgcag gctgaagcct tgtctgctct cctccttttt 180 

ggtttggttt tggaactgac tccgagggtt gggagagcgc gttggtggcg acggccgagt 240 

cagatcacta taaacaaaat ttccacaaga gaaaatgttg aaataggagt tgcggataca 300 

ttggatatac tggatgaaat acaagcggtt aatttttgta acgtgaggga aaagcccaca 360 

ttgctggtta catgtgtaaa tcactgcgtt attgctttag tcattgtctc tatttagcaa 420 

tgacaagact ggaagaagta aatagagaag tgaacatgca ttcttcagtg cggtatcttg 480 

ctatttagcc agaatcaatt tattggttgc tatatgctta ggtctatacg taagatggga 540 

aaaaacagca aattccttaa ttttggtaat ttttattctt ggtctttttg ttcttggaat 600 

cgccagcata ctctattact atttttca atg gaa gca gca agt tta agt etc 652 

Met Glu Ala Ala Ser Leu Ser Leu 
1 5 

tec aat ctt tgg ttt gga ttc ttg ctt ggc etc eta tgt ttt ctt gat 700 
Ser Asn Leu Trp Phe Gly Phe Leu Leu Gly Leu Leu Cys Phe Leu Asp 
10 15 20 

aat tea tec ttt aaa aat gat gta aaa gaa gaa tea ace aaa tat ttg 748 
Asn Ser Ser Phe Lys Asn Asp Val Lys Glu Glu Ser Thr Lys Tyr Leu 
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25 30 35 40 

ctt eta aca tec ata gtg tta agg ata ttg tgc tct ctg gtg gag aga 796 
Leu Leu Thr Ser He Val Leu Arg He Leu Cys Ser Leu Val Glu Arg 
45 50 55 

att tct ggt tat gtc cgt cat egg ccc act tta eta ace aca gtt gaa 844 
He Ser Gly Tyr Val Arg His Arg Pro Thr Leu Leu Thr Thr Val Glu 
60 65 70 

ttt ctg gag ctt gtt gga ttt gee att gcc age aca act atg ttg gtg 892 
Phe Leu Glu Leu Val Gly Phe Ala He Ala Ser Thr Thr Met Leu Val 
75 80 85 

gag aag tct ctg agt gtc att ttg ctt gtt gta get ctg get atg ctg 940 
Glu Lys Ser Leu Ser Val He Leu Leu Val Val Ala Leu Ala Met Leu 
90 95 100 

att att gat ctg aga atg aaa tct ttc tta get att cea aac tta gtt 988 
He He Asp Leu Arg Met Lys Ser Phe Leu Ala He Pro Asn Leu Val 
105 110 115 120 

att ttt gca gtt ttg tta ttt ttt tec tea ttg gaa act ccc aaa aat 1036 
He Phe Ala Val Leu Leu Phe Phe Ser Ser Leu Glu Thr Pro Lys Asn 
125 130 135 

ccg att get ttt gcg tgt ttt ttt att tgc ctg ata act gat cct ttc 1084 
Pro He Ala Phe Ala Cys Phe Phe He Cys Leu He Thr Asp Pro Phe 
140 145 150 



3 17 



2001-3116643 



#2 000-4 02288 



ctt gac att tat ttt agt gga ctt tea gta act gaa aga tgg aaa ccc 1132 
Leu Asp He Tyr Phe Set Gly Leu Ser Val Thr Glu Arg Trp Lys Pro 

155 160 165 

ttt ttg tac cgt gga aga att tgc aga aga ctt tea gtc gtt ttt get 1180 
Phe Leu Tyr Arg Gly Arg He Cys Arg Arg Leu Ser Val Val Phe Ala 

170 175 180 

gga atg att gag ctt aca ttt ttt att ctt tec gca ttc aaa ctt aga 1228 
Gly Met He Glu Leu Thr Phe Phe He Leu Ser Ala Phe Lys Leu Arg 

185 190 195 200 

gac act cac etc tgg tat ttt gta ata cet ggc ttt tec att ttt gga 1276 
Asp Thr His Leu Trp Tyr Phe Val He Pro Gly Phe Ser He Phe Gly 
205 210 215 



att ttc tgg atg att tgt eat att att ttt ctt tta act ctt tgg gga 

He Phe Trp Met He Cys His He He Phe Leu Leu Thr Leu Trp Gly 
220 225 230 



1324 



ttc eat ace aaa tta aat gac tgc eat aaa gta tat ttt act cac agg 1372 
Phe His Thr Lys Leu Asn Asp Cys His Lys Val Tyr Phe Thr His Arg 
235 240 245 



aca gat tac aat age ctt gat aga ate atg gca tee aaa ggg atg cgc 1420 
Thr Asp Tyr Asn Ser Leu Asp Arg He Met Ala Ser Lys Gly Met Arg 
250 255 260 
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cat ttt tgc ttg att tea gag cag ttg gtg ttc ttt agt ctt ctt gca 1468 
His Phe Cys Leu He Ser Glu Gin Leu Val Phe Phe Ser Leu Leu Ala 
265 270 275 280 

aca gcg att ttg gga gca gtt tec tgg cag cca aca aat gga att ttc 1516 
Thr Ala He Leu Gly Ala Vai Ser Trp Gin Pro Thr Asn Gly He Phe 
285 290 295 

ttg age atg ttt eta ate gtt ttg cca ttg gaa tec atg get cat ggg 1564 
Leu Ser Met Phe Leu He Val Leu Pro Leu Glu Ser Met Ala His Gly 

300 305 310 

etc ttc cat gaa ttg ggt aac tgt tta gga gga aca tet gtt gga tat 1612 
Leu Phe His Glu Leu Gly Asn Cys Leu Gly Gly Thr Ser Val Gly Tyr 

315 320 325 

get att gtg att cec ace aac ttc tgc agt ect gat ggt eag cca aca 1660 
Ala He Val He Pro Thr Asn Phe Cys Ser Pro Asp Gly Gin Pro Thr 

330 335 340 

etg ett cec cca gaa cat gta eag gag tta aat ttg agg tet act ggc 1708 
Leu Leu Pro Pro Glu His Val Gin Glu Leu Asn Leu Arg Ser Thr Gly 

345 350 355 360 

atg etc aat get ate caa aga ttt ttt gca tat eat atg att gag ace 1756 
Met Leu Asn Ala He Gin Arg Phe Phe Ala Tyr His Met He Glu Thr 

365 370 375 

tat gga tgt gac tat tec aca agt gga etg tea ttt gat act etg eat 1804 
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Tyr Gly Cys Asp Tyr Ser Thr Ser Gly Leu Ser Phe Asp Thr Leu His 
380 385 390 

tec aaa eta aaa get tte etc gaa ett egg aca gtg gat gga cec aga 1852 
Ser Lys Leu Lys Ala Phe Leu Glu Leu Arg Thr Val Asp Gly Pro Arg 
395 400 405 

cat gat acg tat att ttg tat tae agt ggg eac ace cat ggt aca gga 1900 
His Asp Thr Tyr He Leu Tyr Tyr Ser Gly His Thr His Gly Thr Gly 
410 415 420 

gag tgg get eta gca ggt gga gat aca eta egc ett gae aca ctt ata 1948 
Glu Trp Ala Leu Ala Gly Gly Asp Thr Leu Arg Leu Asp Thr Leu He 
425 430 435 440 

gaa tgg tgg aga gaa aag aat ggt tec ttt tgt tec egg ett att ate 1996 
Glu Trp Trp Arg Glu Lys Asn Gly Ser Phe Cys Ser Arg Leu He He 
445 450 455 

gta tta gac age gaa aat tea ace cet tgg gtg aaa gaa gtg agg aaa 2044 
Val Leu Asp Ser Glu Asn Ser Thr Pro Trp Val Lys Glu Val Arg Lys 
460 465 470 

att aat gac cag tat att gca gtg caa gga gca gag ttg ata aaa aca 2092 
He Asn Asp Gin Tyr He Ala Val Gin Gly Ala Glu Leu He Lys Thr 
475 480 485 

gta gat att gaa gaa get gac ccg eca cag eta ggt gac ttt aca aaa 2140 
Val Asp He Glu Glu Ala Asp Pro Pro Gin Leu Gly Asp Phe Thr Lys 
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490 



495 



500 



gac tgg gta gaa tat aac tgc aac tec agt aat aac ate tge tgg act 2188 
Asp Trp Val Glu Tyr Asn Cys Asn Set Ser Asn Asn He Cys Trp Thr 
505 510 515 520 



gaa aag gga cgc aca gtg aaa gca gta tat ggt gtg tea aaa egg tgg 2236 

Glu Lys Gly Arg Thr Val Lys Ala Val Tyr Gly Val Ser Lys Arg Trp 

525 530 535 

agt gac tac act ctg cat ttg cea acg gga age gat gtg gee aag cac 2284 

Ser Asp Tyr Thr Leu His Leu Pro Thr Gly Ser Asp Val Ala Lys His 

540 545 550 

tgg atg tta cac ttt cet cgt att aca tat ccc eta gtg cat ttg gca 2332 

Trp Met Leu His Phe Pro Arg lie Thr Tyr Pro Leu Val His Leu Ala 
555 560 565 



aat tgg tta tgc ggt ctg aac ctt ttt tgg ate tgc aaa act tgt ttt 2380 

Asn Trp Leu Cys Gly Leu Asn Leu Phe Trp He Cys Lys Thr Cys Phe 
570 575 580 

agg tgc ttg aaa aga tta aaa atg agt tgg ttt ctt cet act gtg ctg 2428 

Arg Cys Leu Lys Arg Leu Lys Met Ser Trp Phe Leu Pro Thr Val Leu 
585 590 595 600 



gac aca gga caa gge tte aaa ctt gte aaa tct taatttggae cccaaagcgg 2481 
Asp Thr Gly Gin Gly Phe Lys Leu Val Lys Ser 
605 610 
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gatattaata agcactcata ctaccaatta tcactaactt gccatttttt gtatgctgta 2541 

tttttatttg tggaaaatac cttgctactt ctgtagctgc tctcactttg tcttttctta 2601 

agtaattatg gtatatataa ggcgttggga aaaaacattt tataatgaaa gtatgtaggg 2661 

agtcaaatgc ttactgtaaa tgcataagag acgttaaaaa taacactgca ctttcaggaa 2721 

tgtttgctta tggtcctgat tagaaagaaa cagttgtcta tgctctgcaa tggtcaatga 2781 

tgaattacta atgccttatt ttctaggcat ataataatag tttagagaat gtagaccaga 2841 

taaatttgtt tactgtttta agaaaactac cagtttactt acagaagatt cttttttcca 2901 

aacagtaggt ttcatccaag accatttgaa gaactgcaaa ctctttctct tagaaaagaa 2961 

agagggcagc ctaaaataaa cgcaaaattt gcttatactc catcac 3007 

<210> 81 
<211> 184 
<212> PRT 

<213> Homo sapiens 



Met Thr Ser Phe Glu Asp Ala Asp Thr Glu Glu Thr Val Thr Cys Leu 



Gin Met Thr Val Tyr His Pro Gly Gin Leu Gin Cys Gly He Phe Gin 



<400> 81 



1 



5 



10 



15 
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20 



25 



30 



Ser He Ser Phe Asn Arg Glu Lys Leu Pro Ser Ser Glu Val Val Lys 

35 40 45 

Phe Gly Arg Asn Ser Asn lie Cys His Tyr Thr Phe Gin Asp Lys Gin 
50 55 60 

Val Ser Arg Val Gin Phe Ser Leu Gin Leu Phe Lys Lys Phe Asn Ser 
65 70 75 80 

Ser Val Leu Ser Phe Glu lie Lys Asn Met Ser Lys Lys Thr Asn Leu 
85 90 95 

He Val Asp Ser Arg Glu Leu Gly Tyr Leu Asn Lys Met Asp Leu Pro 
100 105 110 

Tyr Arg Cys Met Val Arg Phe Gly Glu Tyr Gin Phe Leu Met Glu Lys 

115 120 125 

Glu Asp Gly Glu Ser Leu Glu Phe Phe Glu Thr Gin Phe He Leu Ser 

130 135 140 

Pro Arg Ser Leu Leu Gin Glu Asn Asn Trp Pro Pro His Arg Pro He 
145 150 155 160 



Pro Glu Tyr Gly Thr Tyr Ser Leu Cys Ser Ser Gin Ser Ser Ser Pro 
165 170 175 
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Thr Glu Met Asp Glu Asn GIu Ser 
180 

<210> 82 
<211> 1617 
<212> DNA 

<213> Homo sapiens 

<220> 
• <221> CDS 

<222> (285).. (836) 

<400> 82 

tttttacaaa ggccccgggc gcgagaggac gtgctctgcc agccagtggg aaggcaggcc 60 

gcgcgcgcgg gagcgcggga ggatcggcgg ctcgcggtca ctggtccctg gctcggttcc 120 

ccgcaccccg gggctcacac ttacccgcgc ggaggagcag cggccgggtg tccaccccca 180 

tcctgcgccc agtctcctcg attcccctcg ctctgagccg ggagagccga acagctgaag 240 

agagttcact gactccccag ccccaggtgg gccttgtgca catc atg acc agt ttt 296 

Met Thr Ser Phe 
1 

gaa gat get gac aca gaa gag aca gta act tgt etc cag atg aeg gtt 344 

Glu Asp Ala Asp Thr Glu Glu Thr Val Thr Cys Leu Gin Met Thr Val 
5 10 15 20 
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tac cat cct ggc cag ttg cag tgt gga ata ttt cag tea ata agt ttt 392 
Tyr His Pro Gly Gin Leu Gin Cys Gly He Phe Gin Ser He Ser Phe 
25 30 35 

aac aga gag aaa etc cct tec age gaa gtg gtg aaa ttt ggc cga aat 440 
Asn Arg Glu Lys Leu Pro Ser Ser Glu Val Val Lys Phe Gly Arg Asn 
40 45 50 

tec aac ate tgt eat tat act ttt cag gac aaa cag gtt tec cga gtt 488 
Ser Asn He Cys His Tyr Thr Phe Gin Asp Lys Gin Val Ser Arg Val 
55 60 65 

cag ttt tet etg cag ctg ttt aaa aaa ttc aac age tea gtt etc tee 536 
Gin Phe Ser Leu Gin Leu Phe Lys Lys Phe Asn Ser Ser Val Leu Ser 
70 75 80 

ttt gaa ata aaa aat atg agt aaa aag ace aat etg ate gtg gac age 584 
Phe Glu He Lys Asn Met Ser Lys Lys Thr Asn Leu He Val Asp Ser 
85 90 95 100 

aga gag etg ggc tac eta aat aaa atg gac ctg cea tac agg tge atg 632 
Arg Glu Leu Gly Tyr Leu Asn Lys Met Asp Leu Pro Tyr Arg Cys Met 
105 110 115 

gtc aga ttc gga gag tat cag ttt ctg atg gag aag gaa gat ggc gag 680 
Val Arg Phe Gly Glu Tyr Gin Phe Leu Met Glu Lys Glu Asp Gly Glu 

120 125 130 

tea ttg gaa ttt ttt gag act caa ttt att tta tct cea aga tea etc 728 
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Ser Leu Glu Phe Phe Glu Thr Gin Phe He Leu Ser Pro Arg Ser Leu 
135 140 145 

ttg caa gaa aac aac tgg cca cca cac agg ccc ata ccg gag tat ggc 776 
Leu Gin Glu Asn Asn Trp Pro Pro His Arg Pro He Pro Glu Tyr Gly 
150 155 160 

act tat teg etc tgc tec tee caa age agt tet ccg aca gaa atg gat 824 
Thr Tyr Ser Leu Cys Ser Ser Gin Ser Ser Ser Pro Thr Glu Met Asp 
165 170 175 180 

gaa aat gag tea tgaacacaga aagtctaaga ggagaaatat gatggatgaa 876 
Glu Asn Glu Ser 

gagctctgta gatgctgtat agacactaaa taagagttga ttagggtagt atattatagt 936 
catctgttat gctgtgaaat ttggaattca gtattatcat tttgaagtct gtaaattgtg 996 
ttagtcatta acttagtcac ctgttgtatt ctggatctac acaaaattat tttaactget 1056 
cttattaatc tgtgaggatt aatatacaaa aagtatcctt tgagatgaag tcgtgttctc 1116 
aaaataaggt tatattattt tctttttctg cttgattttc atcttgtgtt ttgctttgtt 1176 
tttgtaagga accatctctt ggtttggtca catcagttca caacagccat ttgttttcaa 1236 
ggtcaaggct ccaggcaggt tgttactggt gtttgcagcc tgtcagtact tgcagtaetg 1296 
gaataggttc taggctagtg tctgcgcgtc actgtggttt tagcatggga ggacttattt 1356 
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gagaaatact accttacttt tctatgattt ctttttacag agttatagtg tgtttactcc 1416 

taagatgaca gttctctttg tctatattca gcatctaaga caaatattta aacattttaa 1476 

agaaccactg tgttaagttt aggattattt acttaccaaa ttagaagttt gacttttatg 1536 

tgttatacac aatcttaaaa tttcacgaat tcaccttttt aatagtatcc atgtacataa 1596 

taaaatcaaa gtttaattag c 1617 

<210> 83 
<211> 392 
<212> PRT 

<213> Homo sapiens 
<400> 83 

Met Asp Ala Arg Trp Trp Ala Val Val Val Leu Ala Ala Phe Pro Ser 

1 5 10 15 

Leu Gly Ala Gly Gly Glu Thr pro Glu Ala Pro Pro Glu Ser Trp Thr 
20 25 30 

Gin Leu Trp Phe Phe Arg Phe Val Val Asn Ala Ala Gly Tyr Ala Ser 
35 40 45 

Phe Met Val Pro Gly Tyr Leu Leu Val Gin Tyr Phe Arg Arg Lys Asn 
50 55 60 
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Tyr Leu Glu Thr Gly Arg Gly Leu Cys Phe Pro Leu Val Lys Ala Cys 
65 70 75 80 

Val Phe Gly Asn Glu Pro Lys Ala Ser Asp Glu Val Pro Leu Ala Pro 
85 90 95 

Arg Thr Glu Ala Ala Glu Thr Thr Pro Met Trp Gin Ala Leu Lys Leu 
100 105 110 

Leu Phe Cys Ala Thr Gly Leu Gin Val Ser Tyr Leu Thr Trp Gly Val 

115 120 125 

Leu Gin Glu Arg Val Met Thr Arg Ser Tyr Gly Ala Thr Ala Thr Ser 
130 135 140 

Pro Gly Glu Arg Phe Thr Asp Ser Gin Phe Leu Val Leu Met Asn Arg 
145 150 155 160 

Val Leu Ala Leu He Val Ala Gly Leu Ser Cys Val Leu Cys Lys Gin 
165 170 175 

Pro Arg His Gly Ala Pro Met Tyr Arg Tyr Ser Phe Ala Ser Leu Ser 

180 185 190 

Asn Val Leu Ser Ser Trp Cys Gin Tyr Glu Ala Leu Lys Phe Val Ser 
195 200 205 



Phe Pro Thr Gin Val Leu Ala Lys Ala Ser Lys Val He Pro Val Met 
210 215 220 
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Leu Met Gly Lys Leu Val Ser Arg Arg Ser Tyr Glu His Trp Glu Tyr 
225 230 235 240 

Leu Thr Ala Thr Leu He Ser He Gly Val Ser Met Phe Leu Leu Ser 
245 250 255 

Ser Gly Pro Glu Pro Arg Ser Ser Pro Ala Thr Thr Leu Ser Gly Leu 
260 265 270 

Phe Thr Val Gly Ser Leu Leu Glu Gin Gly Ala Leu Leu Glu Gly Thr 
275 280 285 

Arg Phe Met Gly Arg His Ser Glu Phe Ala Ala His Ala Leu Leu Leu 

290 295 300 

Ser He Cys Ser Ala Cys Gly Gin Leu Phe He Phe Tyr Thr He Gly 
305 310 315 320 

Gin Phe Gly Ala Ala Val Phe Thr He He Met Thr Leu Arg Gin Ala 
325 330 335 

Phe Ala He Leu Leu Ser Cys Leu Leu Tyr Gly His Thr Val Thr Val 
340 345 350 

Val Gly Gly Leu Gly Val Ala Val Val Phe Ala Ala Leu Leu Leu Arg 

355 360 365 



Val Tyr Ala Arg Gly Arg Leu Lys Gin Arg Gly Lys Lys Ala Val Pro 
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370 375 380 

Val Glu Ser Pro Val Gin Lys Val 

385 390 

<210> 84 
<211> 1898 
<212> DNA 

<213> Homo sapiens 

•<220> 
<221> CDS 

<222> (119) .. (1294) 
<400> 84 

acttccgctg gccgctggct cgctggccgc tcctggaggc ggcggcggga gcgcaggggg 60 

cgcgcggccc ggggactcgc attccccggt tccccctcca ccccacgcgg cctggacc 118 

atg gac gcc aga tgg tgg gca gtg gtg gtg ctg get gcg ttc ccc tec 166 
Met Asp Ala Arg Trp Trp Ala Val Val Val Leu Ala Ala Phe Pro Ser 
15 10 15 

eta ggg gca ggt ggg gag act ccc gaa gcc cct ccg gag tea tgg ace 214 
Leu Gly Ala Gly Gly Glu Thr Pro Glu Ala Pro Pro Glu Ser Trp Thr 
20 25 30 

cag eta tgg ttc ttc ega ttt gtg gtg aat get get gge tat gee age 262 
Gin Leu Trp Phe Phe Arg Phe Val Val Asn Ala Ala Gly Tyr Ala Ser 
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35 



40 



45 



ttt atg gta cct ggc tac etc ctg gtg cag tac ttc agg egg aag aac 310 
Phe Met Val Pro Gly Tyr Leu Leu Val Gin Tyr Phe Arg Arg Lys Asn 
50 55 60 



tac ctg gag acc ggt agg ggc etc tgc ttt cec ctg gtg aaa get tgt 
Tyr Leu Glu Thr Gly Arg Gly Leu Cys Phe Pro Leu Val Lys Ala Cys 
65 70 75 80 



358 



gtg ttt ggc aat gag cec aag gee tct gat gag gtt cec ctg gcg cec 
Val Phe Gly Asn Glu Pro Lys Ala Ser Asp Glu Val Pro Leu Ala Pro 
85 90 95 



406 



cga aca gag gcg gca gag acc acc ccg atg tgg cag gcc ctg aag ctg 454 
Arg Thr Glu Ala Ala Glu Thr Thr Pro Met Trp Gin Ala Leu Lys Leu 
100 105 110 

etc ttc tgt gcc aca ggg etc cag gtg tct tat ctg act tgg ggt gtg 502 
Leu Phe Cys Ala Thr Gly Leu Gin Val Ser Tyr Leu Thr Trp Gly Val 
115 120 125 



ctg cag gaa aga gtg atg acc cge age tat ggg gcc aca gcc aca tea 550 
Leu Gin Glu Arg Val Met Thr Arg Ser Tyr Gly Ala Thr Ala Thr Ser 
130 135 140 

ccg ggt gag cgc ttt acg gae teg cag ttc ctg gtg eta atg aac cga 598 
Pro Gly Glu Arg Phe Thr Asp Ser Gin Phe Leu Val Leu Met Asn Arg 
145 150 155 160 
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gtg ctg gca ctg att gtg get ggc etc tec tgt gtt etc tgc aag eag 646 
Val Leu Ala Leu He Val Ala Gly Leu Ser Cys Val Leu Cys Lys Gin 
165 170 175 

cec egg eat ggg gca cce atg tac egg tac tec ttt gee age ctg tee 694 
Pro Arg His Gly Ala Pro Met Tyr Arg Tyr Ser Phe Ala Ser Leu Ser 
180 185 190 

aat gtg ett age age tgg tgc caa tac gaa get ett aag ttc gte age 742 

Asn Val Leu Ser Ser Trp Cys Gin Tyr Glu Ala Leu Lys Phe Val Ser 
195 200 205 

tte eee ace eag gtg etg gee aag gee tet aag gtg ate ect gte atg 790 

Phe Pro Thr Gin Val Leu Ala Lys Ala Ser Lys Val He Pro Val Met 
210 215 220 

etg atg gga aag ett gtg tet egg cgc age tac gaa eac tgg gag tac 838 

Leu Met Gly Lys Leu Val Ser Arg Arg Ser Tyr Glu His Trp Glu Tyr 
225 230 235 240 

etg aca gee ace etc ate tec att ggg gte age atg ttt ctg eta tee 886 
Leu Thr Ala Thr Leu He Ser He Gly Val Ser Met Phe Leu Leu Ser 
245 250 255 

age gga eca gag cce cgc age tee eca gee ace aca etc tea ggc etc 934 
Ser Gly Pro Glu Pro Arg Ser Ser Pro Ala Thr Thr Leu Ser Gly Leu 
260 265 270 
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ttc aca gtg ggc tea ctg eta gaa cag ggg gcc eta etg gag gga aee 982 
Phe Thr Val Gly Ser Leu Leu Glu Gin Gly Ala Leu Leu Glu Gly Thr 
275 280 285 

ege ttc atg ggg ega eac agt gag ttt get gcc eat gee etg eta etc 1030 
Arg Phe Met Gly Arg His Ser Glu Phe Ala Ala His Ala Leu Leu Leu 
290 295 300 



tee ate tge tec gca tgt ggc cag 
# Ser He Cys Ser Ala Cys Gly Gin 

305 310 

cag ttt ggg get gcc gtc ttc ace 
Gin Phe Gly Ala Ala Val Phe Thr 

325 



etc ttc ate ttt tac aee att ggg 1078 
Leu Phe He Phe Tyr Thr He Gly 
315 320 

ate ate atg ace etc ege cag gee 1126 
He He Met Thr Leu Arg Gin Ala 

330 335 



ttt gee ate ett ctt tec tge ett etc tat ggc eac act gtc act gtg 1174 
Phe Ala He Leu Leu Ser Cys Leu Leu Tyr Gly His Thr Val Thr Val 

340 345 350 

gtg gga ggg ctg ggg gtg get gtg gtc ttt get gcc etc ctg etc aga 1222 
Val Gly Gly Leu Gly Val Ala Val Val Phe Ala Ala Leu Leu Leu Arg 

355 360 365 

gtc tac gcg egg ggc cgt eta aag caa egg gga aag aag get gtg cet 1270 
Val Tyr Ala Arg Gly Arg Leu Lys Gin Arg Gly Lys Lys Ala Val Pro 

370 375 380 



gtt gag tet cet gtg cag aag gtt tgagggtgga aagggcctga ggggtgaagt 1324 
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Val Glu Ser Pro Val Gin Lys Val 
385 390 

gaaataggac cctcccacca tccccttctg ctgtaacctc tgagggagct ggctgaaagg 1384 
gcaaaatgca ggtgttttct cagtatcaca gaccagctct gcagcagggg attggggagc 1444 
ccaggaggca gccttccctt ttgccttaag tcacccatct tccagtaagc agtttattct 1504 
gagccccggg ggtagacagt cctcagtgag gggttttggg gagtttgggg tcaagagagc 1564 
ataggtaggt tccacagtta ctcttcccac aagttccctt aagtcttgcc ctagctgtgc 1624 
tctgccacct tccagactca ctcccctctg caaatacctg catttcttac cctggtgaga 1684 
aaagcacaag cggtgtaggc tccaatgctg ctttcccagg agggtgaaga tggtgctgtg 1744 
ctgaggaaag gggatgcaga gccctgccca gcaccaccac ctcctatgct cctggatccc 1804 
taggctctgt tccatgagcc tgttgcaggt tttggtactt tagaaatgta actttttgct 1864 



cttataattt tattttatta aattaaatta ctgc 



1898 



<210> 85 
<211> 432 
<212> PRT 

<213> Homo sapiens 
<400> 85 
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Met Asp Ala Arg Trp Trp Ala Val Val Val Leu Ala Ala Phe Pro Ser 
15 10 15 

Leu Gly Ala Gly Gly Glu Thr Pro Glu Ala Pro Pro Glu Ser Trp Thr 
20 25 30 

Gin Leu Trp Phe Phe Arg Phe Val Val Asn Ala Ala Gly Tyr Ala Ser 

35 40 45 

Phe Met Val Pro Gly Tyr Leu Leu Val Gin Tyr Phe Arg Arg Lys Asn 
50 55 60 

Tyr Leu Glu Thr Gly Arg Gly Leu Cys Phe Pro Leu Val Lys Ala Cys 
65 70 75 80 

Val Phe Gly Asn Glu Pro Lys Ala Ser Asp Glu Val Pro Leu Ala Pro 
85 90 95 

Arg Thr Glu Ala Ala Glu Thr Thr Pro Met Trp Gin Ala Leu Lys Leu 
100 105 110 



Leu Phe Cys Ala Thr Gly Leu Gin Val Ser Tyr Leu Thr Trp Gly Val 

115 120 125 



Leu Gin Glu Arg Val Met Thr Arg Ser Tyr Gly Ala Thr Ala Thr Ser 

130 135 140 

Pro Gly Glu Arg Phe Thr Asp Ser Gin Phe Leu Val Leu Met Asn Arg 

145 150 155 160 
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Val Leu Ala Leu He Val Ala Gly Leu Ser Cys Val Leu Cys Lys Gin 
165 170 175 

Pro Arg His Gly Ala Pro Met Tyr Arg Tyr Ser Phe Ala Ser Leu Ser 
180 185 190 

Asn Val Leu Ser Ser Trp Cys Gin Tyr Glu Ala Leu Lys Phe Val Ser 
195 200 205 

Phe Pro Thr Gin Val Leu Ala Lys Ala Ser Lys Val He Pro Val Met 

210 215 220 

Leu Met Gly Lys Leu Val Ser Arg Arg Ser Tyr Glu His Trp Glu Tyr 

225 230 235 ' 240 

Leu Thr Ala Thr Leu He Ser He Gly Val Ser Met Phe Leu Leu Ser 
245 250 255 

Ser Gly Pro Glu Pro Arg Ser Ser Pro Ala Thr Thr Leu Ser Gly Leu 
260 265 270 

He Leu Leu Ala Gly Tyr He Ala Phe Asp Ser Phe Thr Ser Asn Trp 
275 280 285 

Gin Asp Ala Leu Phe Ala Tyr Lys Met Ser Ser Val Gin Met Met Phe 

290 295 300 



Gly Val Asn Phe Phe Ser Cys Leu Phe Thr Val Gly Ser Leu Leu Glu 
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305 



310 



315 



320 



Gin Gly Ala Leu Leu Glu Giy Thr Arg Phe Met Gly Arg His Ser Glu 

325 330 335 

Phe Ala Ala His Ala Leu Leu Leu Ser He Cys Ser Ala Cys Gly Gin 
340 345 350 



Leu Phe lie Phe Tyr Thr lie Gly Gin Phe Gly Ala Ala Val Phe Thr 
355 360 365 

He He Met Thr Leu Arg Gin Ala Phe Ala He Leu Leu Ser Cys Leu 
370 375 380 

Leu Tyr Gly His Thr Val Thr Val Val Gly Gly Leu Gly Val Ala Val 
385 390 395 400 

Val Phe Ala Ala Leu Leu Leu Arg Val Tyr Ala Arg Gly Arg Leu Lys 

405 410 415 



Gin Arg Gly Lys Lys Ala Val Pro Val Glu Ser Pro Val Gin Lys Val 
420 425 430 



<210> 86 
<211> 2018 
<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (119).. (1414) 



<400> 86 

acttccgctg gccgctggct cgctggccgc tcctggaggc ggcggcggga gcgcaggggg 60 



cgcgcggccc ggggactcgc attccccggt tccccctcca ccccacgcgg cctggacc 118 



atg gac gcc aga tgg tgg gca gtg gtg gtg ctg get gcg ttc ccc tec 166 
• Met Asp Ala Arg Trp Trp Ala Val Val Val Leu Ala Ala Phe Pro Ser 

15 10 15 

eta ggg gca ggt ggg gag act ccc gaa gcc cet ccg gag tea tgg ace 214 
Leu Gly Ala Gly Gly Glu Thr Pro Glu Ala Pro Pro Glu Ser Trp Thr 

20 25 30 

cag eta tgg ttc ttc ega ttt gtg gtg aat get get ggc tat gee age 262 
Gin Leu Trp Phe Phe Arg Phe Val Val Asn Ala Ala Gly Tyr Ala Ser 
^ 35 40 45 

ttt atg gta cct ggc tac etc ctg gtg cag tac ttc agg egg aag aac 310 
Phe Met Val Pro Gly Tyr Leu Leu Val Gin Tyr Phe Arg Arg Lys Asn 
50 55 60 



tac ctg gag acc ggt agg ggc etc tgc ttt ccc ctg gtg aaa get tgt 358 
Tyr Leu Glu Thr Gly Arg Gly Leu Cys Phe Pro Leu Val Lys Ala Cys 

65 70 . 75 80 



gtg ttt ggc aat gag ccc aag gee tet gat gag gtt ccc ctg gcg ccc 406 



3 3 8 



2001-3116643 



#2 000 — 4 02288 



Val Phe Gly Asn Glu Pro Lys Ala Ser Asp Glu Val Pro Leu Ala Pro 
85 90 95 

cga aca gag gcg gca gag acc acc ccg atg tgg cag gcc ctg aag ctg 454 
Arg Thr Glu Ala Ala Glu Thr Thr Pro Met Trp Gin Ala Leu Lys Leu 
100 105 110 

etc ttc tgt gcc aca ggg etc cag gtg tct tat ctg act tgg ggt gtg 502 
Leu Phe Cys Ala Thr Gly Leu Gin Val Ser Tyr Leu Thr Trp Gly Val 
115 120 125 

ctg cag gaa aga gtg atg acc cgc age tat ggg gee aca gee aca tea 550 
Leu Gin Glu Arg Val Met Thr Arg Ser Tyr Gly Ala Thr Ala Thr Ser 
130 135 140 

ccg ggt gag cgc ttt acg gae teg cag ttc ctg gtg eta atg aac cga 598 
Pro Gly Glu Arg Phe Thr Asp Ser Gin Phe Leu Val Leu Met Asn Arg 
145 150 155 160 

gtg ctg gca ctg att gtg get ggc etc tec tgt gtt etc tgc aag cag 646 
Val Leu Ala Leu He Val Ala Gly Leu Ser Cys Val Leu Cys Lys Gin 
165 170 175 

cec egg cat ggg gca cec atg tac egg tac tec ttt gcc age ctg tee 694 
Pro Arg His Gly Ala Pro Met Tyr Arg Tyr Ser Phe Ala Ser Leu Ser 
180 185 190 

aat gtg ett age age tgg tgc caa tac gaa get ett aag ttc gtc age 742 
Asn Val Leu Ser Ser Trp Cys Gin Tyr Glu Ala Leu Lys Phe Val Ser 
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195 



200 



205 



ttc ccc acc cag gtg ctg gcc aag gcc tct aag gtg ate cct gtc atg 790 
Phe Pro Thr Gin Val Leu Ala Lys Ala Ser Lys Val lie Pro Val Met 
210 215 220 



ctg atg gga aag ctt gtg tct egg cge age tac gaa eac tgg gag tac 

Leu Met Gly Lys Leu Val Ser Arg Arg Ser Tyr Glu His Trp Glu Tyr 
225 230 235 240 



838 



ctg aca gcc ace etc ate tec att ggg gtc age atg ttt ctg eta tec 
Leu Thr Ala Thr Leu He Ser He Gly Val Ser Met Phe Leu Leu Ser 
245 250 255 



886 



age gga eca gag eee cge age tec eca gee ace aca etc tea ggc etc 934 
Ser Gly Pro Glu Pro Arg Ser Ser Pro Ala Thr Thr Leu Ser Gly Leu 
260 265 270 



ate tta ctg gea ggt tat att get ttt gac age tte aec tea aac tgg 982 
He Leu Leu Ala Gly Tyr He Ala Phe Asp Ser Phe Thr Ser Asn Trp 
275 280 285 

cag gat gee ctg ttt gee tat aag atg tea teg gtg cag atg atg ttt .1030 
Gin Asp Ala Leu Phe Ala Tyr Lys Met Ser Ser Val Gin Met Met Phe 
290 295 300 



ggg gtc aat ttc tte tec tgc etc ttc aca gtg ggc tea ctg eta gaa 1078 
Gly Val Asn Phe Phe Ser Cys Leu Phe Thr Val Gly Ser Leu Leu Glu 
305 310 315 320 



3 4 0 
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cag egg gcc eta ctg gag gga acc cgc ttc atg ggg cga cac agt gag 1126 
Gin Gly Ala Leu Leu Glu Gly Thr Arg Phe Met Gly Arg His Ser Glu 

325 330 335 

ttt get gee eat gee ctg eta etc tec ate tge tec gea tgt gge eag 1174 
Phe Ala Ala His Ala Leu Leu Leu Ser He Cys Ser Ala Cys Gly Gin 

340 345 350 

etc ttc ate ttt tac acc att ggg cag ttt ggg get gcc gtc ttc acc 1222 
Leu Phe He Phe Tyr Thr He Gly Gin Phe Gly Ala Ala Val Phe Thr 

355 360 365 

ate ate atg ace etc cgc cag gcc ttt gee ate ett ett tec tge ett 1270 
He He Met Thr Leu Arg Gin Ala Phe Ala He Leu Leu Ser Cys Leu 
370 375 380 

etc tat gge cac act gtc act gtg gtg gga ggg ctg ggg gtg get gtg 1318 
Leu Tyr Gly His Thr Val Thr Val Val Gly Gly Leu Gly Val Ala Val 
385 390 395 400 

gtc ttt get gcc etc ctg etc aga gtc tac gcg egg gge cgt eta aag 1366 
Val Phe Ala Ala Leu Leu Leu Arg Val Tyr Ala Arg Gly Arg Leu Lys 
405 410 415 

caa egg gga aag aag get gtg cet gtt gag tet cet gtg cag aag gtt 1414 
Gin Arg Gly Lys Lys Ala Val Pro Val Glu Ser Pro Val Gin Lys Val 
420 425 430 
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tgagggtgga aagggcctga ggggtgaagt gaaataggac cctcccacca tccccttctg 1474 

ctgtaacctc tgagggagct ggctgaaagg gcaaaatgca ggtgttttct cagtatcaca 1534 

gaccagctct gcagcagggg attggggagc ccaggaggca gccttccctt ttgccttaag 1594 

tcacccatct tccagtaagc agtttattct gagccccggg ggtagacagt cctcagtgag 1654 

gggttttggg gagtttgggg tcaagagagc ataggtaggt tccacagtta ctcttcccac 1714 

aagttccctt aagtcttgcc ctagctgtgc tctgccacct tccagactca ctcccctctg 1774 

caaatacctg catttcttac cctggtgaga aaagcacaag cggtgtaggc tccaatgctg 1834 

ctttcccagg agggtgaaga tggtgctgtg ctgaggaaag gggatgcaga gccctgccca 1894 

gcaccaccac ctcctatgct cctggatccc taggctctgt tccatgagcc tgttgcaggt 1954 

tttggtactt tagaaatgta actttttgct cttataattt tattttatta aattaaatta 2014 

ctgc 2018 

<210> 87 
<211> 235 
<212> PRT 

<213> Homo sapiens 
<400> 87 

Met Gly lie Gly Lys Ser Lys lie Asn Ser Cys Pro Leu Ser Leu Ser 

3 4 2 2001-3116643 
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10 



15 



Trp Giy Lys Arg His Ser Val Asp Thr Ser Pro Gly Tyr His Glu Ser 

20 25 30 

Asp Ser Lys Lys Ser Glu Asp Leu Ser Leu Cys Asn Val Ala Glu His 
35 40 45 

Ser Asn Thr Thr Glu Gly Pro Thr Gly Lys Gin Glu Gly Ala Gin Ser 
50 55 60 

Val Glu Glu Met Phe Glu Glu Glu Ala Glu Glu Glu Val Phe Leu Lys 
65 70 75 80 

Phe Val He Leu His Ala Glu Asp Asp Thr Asp Glu Ala Leu Arg Val 
85 90 95 

Gin Asn Leu Leu Gin Asp Asp Phe Gly He Lys Pro Gly He He Phe 
100 105 110 

Ala Glu Met Pro Cys Gly Arg Gin His Leu Gin Asn Leu Asp Asp Ala 
115 120 125 

Val Asn Gly Ser Ala Trp Thr He Leu Leu Leu Thr Glu Asn Phe Leu 
130 135 140 



Arg Asp Thr Trp Cys Asn Phe Gin Phe Tyr Thr Ser. Leu Met Asn Ser 
145 150 155 160 
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Val Asn Arg Gin His Lys Tyr Asn Ser Val He Pro Met Arg Pro Leu 
165 170 175 

Asn Asn Pro Leu Pro Arg Glu Arg Thr Pro Phe Ala Leu Gin Thr He 
180 185 190 

Asn Ala Leu Glu Glu Glu Ser Arg Gly Phe Pro Thr Gin Val Glu Arg 

195 200 205 

He Phe Gin Glu Ser Val Tyr Lys Thr Gin Gin Thr He Trp Lys Glu 
210 215 220 

Thr Arg Asn Met Val Gin Arg Gin Phe He Ala 

225 230 235 

<210> 88 
<211> 2717 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (111).. (815) 

<400> 88 

aaaaggaaga cagaaaagcc gcgggctgac tgtggtggcg ctcgcctgca gattgaaaag 60 

aaatgctgag aaatacataa agttttcctc ttctgccttg gatatttata atg ggt 116 

Met Gly 

3 4 4 mil# 2001-3116643 
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ate ggg aag tct aaa ata aat tec tge ect ctt tct cte tct tgg ggt 164 

He Gly Lys Ser Lys He Asn Ser Cys Pro Leu Ser Leu Ser Trp Gly 
5 10 15 



aaa agg eac agt gtg gat aca agt cea gga tat cat gag tea gat tec 212 
Lys Arg His Ser Val Asp Thr Ser Pro Gly Tyr His Glu Ser Asp Ser 
20 25 30 

aag aag tet gaa gat eta tec ttg tgt aat gtt get gag eac age aat 260 
Lys Lys Ser Glu Asp Leu Ser Leu Cys Asn Val Ala Glu His Ser Asn 
35 40 45 50 

aea aca gag ggg eca aca gga aag eag gag gga get eag age gtg gaa 308 
Thr Thr Glu Gly Pro Thr Gly Lys Gin Glu Gly Ala Gin Ser Val Glu 
55 60 65 



gag atg ttt gaa gaa gaa get gaa gaa gag gtg tte etc aaa ttt gtg 356 
Glu Met Phe Glu Glu Glu Ala Glu Glu Glu Val Phe Leu Lys Phe Val 
70 75 80 



ata ttg eat gca gaa gat gae aea gat gaa gee etc aga gtc eag aat 404 
He Leu His Ala Glu Asp Asp Thr Asp Glu Ala Leu Arg Val Gin Asn 
85 90 95 

ctg eta caa gat gae ttt ggt ate aaa ece gga ata ate ttt get gag 452 
Leu Leu Gin Asp Asp Phe Gly He Lys Pro Gly He He Phe Ala Glu 
100 105 110 
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atg cca tgt ggc aga cag cat tta cag aat tta gat gat get gta aat 
Met Pro Cys Gly Arg Gin His Leu Gin Asn Leu Asp Asp Ala Val Asn 

115 120 125 130 



500 



ggg tct gca tgg aca ate tta tta etg act gaa aac ttt tta aga gat 
Gly Ser Ala Trp Thr He Leu Leu Leu Thr Glu Asn Phe Leu Arg Asp 

135 140 145 



548 



act tgg tgt aat tte cag tte tat aeg tec eta atg aac tee gtt aac 
Thr Trp Cys Asn Phe Gin Phe Tyr Thr Ser Leu Met Asn Ser Val Asn 

150 155 160 



596 



agg cag cat aaa tac aac tct gtt ata cce atg egg ecc ctg aac aat 
Arg Gin His Lys Tyr Asn Ser Val He Pro Met Arg Pro Leu Asn Asn 

165 170 175 



644 



cce ctt ecc cga gaa agg act cec ttt gee etc caa aec ate aat gee 
Pro Leu Pro Arg Glu Arg Thr Pro Phe Ala Leu Gin Thr He Asn Ala 

180 185 190 



692 



tta gag gaa gaa agt egt gga ttt ect aca caa gta gaa aga att ttt 
Leu Glu Glu Glu Ser Arg Gly Phe Pro Thr Gin Val Glu Arg He Phe 

195 200 205 210 



740 



cag gag tct gtg tat aag aca caa caa act ata tgg aaa gag aca aga 788 
Gin Glu Ser Val Tyr Lys Thr Gin Gin Thr He Trp Lys Glu Thr Arg 

215 220 225 
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aat atg gta caa aga caa ttt att gcc tgagatgaaa catataacat 835 
Asn Met Val Gin Arg Gin Phe He Ala 
230 235 

gtggctggct cttgttttgt aaaccaaatg attaatcttc acttgagaaa gcagtttcta 895 
ggaaatgttt aaataaaaga gagtcttcac cttaaagaaa cctatggagc acaagaaaga 955 
taaatttctg caggacagcc tataaaattg tggtactttt tgatgtttca gtaaacttga 1015 
cattgtcaga gtttcaagga cttttctttc acaattttcc tagttcatgg atatgaaaaa 1075 
ggaattctca atccatattc cttgtattga accttgaaca aaaacttgta tgacagacat 1135 
ttttaaaaat gtgacaacac ttttattctc tgaattttga tctcaaagga cacagaaaaa 1195 
aaatggcccc aggagatctg atcacacttc ctcctgaggc acctctcatg gatgttgcaa 1255 
taagcattcg ggtactatca cccagaaata tgaattgcca gaatagaaca tttagcatgt 1315 
taagcgttga tgcatataaa atcagaaata gatgtgagaa tggtggaact ttttaaaaga 1375 
acccagtcaa atgtattttc tgctgaaatc tgcatatttg gaggcatttc ccaccaccga 1435 
ttcacagccc atttgatagt gtggtagtta gggacttcgt ggagtggtgt tcagacgtcc 1495 
cctggggctt aaatctcttc atattagtca tcatttgtaa ctatggcttt atttgcagag 1555 
cttctaaaag gcgtataact gtgtgagtgg ccagatattc actttttaga tcaaaaacct 1615 

3 4 7 aiiE# 2001-3116643 



# 



#2 000—4 02288 




ctcttatgga agctttaaaa gtttccgtca cacacaattc tcttctcagg aagtatttct 1675 
catttaggtc ttcaaagtag cctgactgtg tgcatgtgtg tgtgtgatag gttatttata 1735 
aagactttgg atagaaggag atgtatttta ttacctccta ttctagagcc ccatgctcct 1795 
aacaagccag agaggcccca aacaggattg tttctttcct ccacagccct tctgcccatc 1855 
tgagattgag ggagcatcgt ccacttgaga tcagggatgg ggtggagaat gggtcatgtc 1915 
atgtaatgag aaaagccctc ttcgggatca tgagacttgg ttctagtcca atttctgcca 1975 
ctgaggatga atgtaactgt gggcaaacta tttaccctcc tttatctgtg aaatgaaagg 2035 
gttgaattga tggatctcta aaggcttttg tcctctatga ggatgtgaaa aactagggac 2095 
cacaaaaggg aacaagcaaa aaagtttgga ttcgataaag tgatatgtaa tagttgcaga 2155 
aggctttata tatgcttata atgaaaagat attttttgta tattgacagc ataatttatt 2215 
tttaatgctg tcattacact taaagtcaca ggaaaaaaat atacatgctt actcaggctt 2275 
tcttaaaaat aaatttttat agagatcctt gagtaaagac attttgctta atttcttttt 2335 
tcttattccc cacttgtata tcccctacca gtaccgggat ctgcacacat ctttttgcag 2395 
ttacctcttc atagccatga accaaaacgt tctatgagga gcatgcaagt aagtcaagcc 2455 
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tcctattctg ttagtactta ttagaggagg agatggtttt cattgcatag tgacattttc 2515 



ttagccttaa cgttctgata gtagcttact actcacttct ctttttcagt tttcataata 2575 



agtattcatt tttttgccat aatgcttcct gtaaagccaa ttttatatac taataaaaca 2635 



tgaactgccc actcttcatg cctgccaaac ttggggcaat tgatgctaaa tggtattttt 2695 



aaaataaatg tttttattct tt 



2717 



<210> 89 
<211> 245 

<212> PRT 

<213> Homo sapiens 
<400> 89 

Met Ala Ser Pro Ser Arg Arg Leu Gin Thr Lys Pro Val He Thr Cys 
15 10 15 

Phe Lys Ser Val Leu Leu He Tyr Thr Phe He Phe Trp He Thr Gly 
20 25 30 

Val He Leu Leu Ala Val Gly He Trp Gly Lys Val Ser Leu Glu Asn 
35 40 45 

Tyr Phe Ser Leu Leu Asn Glu Lys Ala Thr Asn Val Pro Phe Val Leu 

50 55 60 

He Ala Thr Gly Thr Val He He Leu Leu Gly Thr Phe Gly Cys Phe 
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65 



70 



75 



80 



Ala Thr Cys Arg Ala Ser Ala Trp Met Leu Lys Leu Tyr Ala Met Phe 
85 90 95 

Leu Thr Leu Val Phe Leu Val Glu Leu Val Ala Ala He Val Gly Phe 
100 105 110 

Val Phe Arg His Glu He Lys Asn Ser Phe Lys Asn Asn Tyr Glu Lys 
115 120 125 

Ala Leu Lys Gin Tyr Asn Ser Thr Gly Asp Tyr Arg Ser His Ala Val 
130 135 140 

Asp Lys He Gin Asn Thr Leu His Cys Cys Gly Val Thr Asp Tyr Arg 

145 150 155 160 

Asp Trp Thr Asp Thr Asn Tyr Tyr Ser Glu Lys Gly Phe Pro Lys Ser 
165 170 175 

Cys Cys Lys Leu Glu Asp Cys Thr Pro Gin Arg Asp Ala Asp Lys Val 
180 185 190 

Asn Asn Glu Gly Cys Phe He Lys Val Met Thr He He Glu Ser Glu 
195 200 205 



Met Gly Val Val Ala Gly He Ser Phe Gly Val Ala Cys Phe Gin Leu 

210 215 220 
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He Gly He Phe Leu Ala Tyr Cys Leu Ser Arg Ala He Thr Asn Asn 
225 230 235 240 



Gin Tyr Glu He Val 

245 



<210> 90 
<211> 1793 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (60).. (794) 



<400> 90 

gcgtctcgct ctctgtgttc caatcgcccg gtgcggtggt gcagggtctc gggctagtc 59 

atg gcg tec ccg tct egg aga etg eag act aaa eca gtc att act tgt 107 
Met Ala Ser Pro Ser Arg Arg Leu Gin Thr Lys Pro Val He Thr Cys 
15 10 15 

tte aag age gtt etg eta ate tae act ttt att ttc tgg ate act ggc 155 
Phe Lys Ser Val Leu Leu He Tyr Thr Phe He Phe Trp He Thr Gly 
20 25 30 

gtt ate ett ctt gca gtt gge att tgg ggc aag gtg age etg gag aat 203 
Val He Leu Leu Ala Val Gly He Trp Gly Lys Val Ser Leu Glu Asn 
35 40 45 
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tac ttt tct ctt tta aat gag aag gcc acc aat gtc ccc ttc gtg etc 251 
Tyr Phe Ser Leu Leu Asn Glu Lys Ala Thr Asn Val Pro Phe Val Leu 
50 55 60 

att get act ggt acc gtc att att ctt ttg ggc acc ttt ggt tgt ttt 299 
He Ala Thr Gly Thr Val He He Leu Leu Gly Thr Phe Gly Cys Phe 

65 70 75 80 

get acc tge ega get tct gea tgg atg eta aaa ctg tat gca atg ttt 347 
Ala Thr Cys Arg Ala Ser Ala Trp Met Leu Lys Leu Tyr Ala Met Phe 
85 90 95 

ctg act etc gtt ttt ttg gtc gaa ctg gtc get gcc ate gta gga ttt 395 
Leu Thr Leu Val Phe Leu Val Glu Leu Val Ala Ala He Val Gly Phe 

100 105 110 

gtt ttc aga cat gag att aag aac age ttt aag aat aat tat gag aag 443 
Val Phe Arg His Glu He Lys Asn Ser Phe Lys Asn Asn Tyr Glu Lys 
115 120 125 

get ttg aag cag tat aac tct aca gga gat tat aga age eat gca gta 491 
Ala Leu Lys Gin Tyr Asn Ser Thr Gly Asp Tyr Arg Ser His Ala Val 
130 135 140 



gae aag ate caa aat acg ttg eat tgt tgt ggt gtc acc gat tat aga 539 
Asp Lys He Gin Asn Thr Leu His Cys Cys Gly Val Thr Asp Tyr Arg 
145 150 155 160 
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gat tgg aca gat act aat tat tac tea gaa aaa gga ttt cct aag agt 
Asp Trp Thr Asp Thr Asn Tyr Tyr Ser Glu Lys Gly Phe Pro Lys Ser 
165 170 175 



587 



tgc tgt aaa ctt gaa gat tgt act cca cag aga gat gca gac aaa gta 635 
Cys Cys Lys Leu Glu Asp Cys Thr Pro Gin Arg Asp Ala Asp Lys Val 
180 185 190 

aac aat gaa ggt tgt ttt ata aag gtg atg acc att ata gag tea gaa 683 
• Asn Asn Glu Gly Cys Phe He Lys Val Met Thr He He Glu Ser Glu 

195 200 205 



atg gga gtc gtt gca gga att tec ttt gga gtt get tgc tte caa ctg 731 
Met Gly Val Val Ala Gly He Ser Phe Gly Val Ala Cys Phe Gin Leu 
210 215 220 



att gga ate ttt etc gee tac tgc etc tct egt gee ata aca aat aac 779 
He Gly He Phe Leu Ala Tyr Cys Leu Ser Arg Ala He Thr Asn Asn 

225 230 235 240 

cag tat gag ata gtg taacceaatg tatetgtggg cetattccte tetaccttta 834 
Gin Tyr Glu He Val 

245 



aggacattta gggteecccc tgtgaattag aaagttgctt ggctggagaa etgaeaacac 894 
tacttactga tagaceaaaa aaetaeacca gtaggttgat tcaatcaaga tgtatgtaga 954 
cetaaaacta eaccaatagg ctgattcaat eaagatccgt gctcgeagtg ggctgattca 1014 
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atcaagatgt atgtttgcta tgttctaagt ccaccttcta tcccattcat gttagatcgt 1074 
tgaaaccctg tatccctctg aaacactgga agagctagta aattgtaaat gaagtaatac 1134 
tgtgttcctc ttgactgtta tttttcttag tagggggcct ttggaaggca ctgtgaattt 1194 
gctattttga tgtagtgtta caagatggaa aattgattcc tctgactttg ctattgatgt 1254 
agtgtgatag aaaattcacc cctctgaact ggctccttcc cagtcaaggt tatctggttt 1314 
gattgtataa tttgcaccaa gaagttaaaa tgttttatga ctctctgttc tgctgacagg 1374 
cagagagtca cattgtgtaa tttaatttca gtcagtcaat agatggcatc cctcatcagg 1434 
gttgccagat ggtgataaca gtgtaaggcc ttgggtctaa ggcatccacg actggaaggg 1494 
actactgatg ttctgtgata catcaggttt cagcacacaa cttacatttc tttgcctcca 1554 
aattgaggca tttattatga tgttcatact ttccctcttg tttgaaagtt tctaattatt 1614 
aaatggtgtc ggaattgttg tattttcctt aggaattcag tggaacttat cttcattaaa 1674 
tttagctggt accaggttga tatgacttgt caatattatg gtcaacttta agtcttagtt 1734 
ttcgtttgtg cctttgatta ataagtataa ctcttataca ataaatactg ctttcctct 1793 



<210> 91 



<211> 20 
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<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Primer 



<400> 91 

cttctgctct aaaagctgcg 20 

<210> 92 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Primer 



<400> 92 

cgacctgcag ctcgagcaca 20 
[0 10 2] 

iB3^J##9 lAXf9 2 : ^^>f7- 

mi] 

mut. mMm3(D':fU'r7V-AmWMMG 1 3 2{CJ:-5NF- k B<DU^ 



3 5 5 



tf5tl# 2001-31 16643 



#2 000-4 02288 



# 



1] 



mm 



12000000 
A 10000000 

^ 8000000 

m 

Y 6000000 

rs 4000000 

^ 2000000 
IS 




10 



MG1323SC/iM] 



/ 




1 



2001-3116643 



#2 000-4 02288 




imm^] mmm 

:^^KpNF/cB-Lu c$:MV^T, N F - k B Sr^SIS-ffc-rS^MSr^tt-S tJr > 
Ai'j^Srn- KfS c DN A§:^n-::i>i^LT,-?-<ODNAiH^fJ^i;t>*-etlJ: 



ffiil#2 001-3116643 



#2 000 — 4 02288 



m m A m m .m m 



fiS'J## C000000033} 



1. m 




19 9 0^8^180 










ft M 


Ms.mizmwitmw&n i r a 2 s a # 








2. m: 




2001^^ 1^ 40 










ft m 


:fzm,mi^^mmmmm 1 r b 2 # e # 




ft ^ 





1 



ffiiE#2 001-3116643 



